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<210> 1835 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1835 

Pro Lys Gly Lys Thr Ser Ala Tyr Ala Phe Phe Val Gin Thr Cys Arg 
5 10 15 

Glu Glu His Lys 
20 



<210> 1836 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1836 

Ala Phe Phe Val Gin Thr Cys Arg Glu Glu His Lys Lys Lys Asn Pro 

5 10 15 

Glu Val Pro Val 
20 



<210> 1837 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1837 

Glu Glu His Lys Lys Lys Asn Pro Glu Val Pro Val Asn Phe Ala Glu 
5 10 15 

Phe Ser Lys Lys 
20 



<210> 1838 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1838 

Glu Val Pro Val Asn Phe Ala Glu Phe Ser Lys Lys Cys Ser Glu Arg 
5 10 15 

Trp Lys Thr Val 
20 



<210> 1839 
<211> 20 
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<212> PRT 

<213> Homo sapiens 
<400> 1839 

Phe Ser Lys Lys Cys Ser Glu Arg Trp Lys Thr Val Ser Gly Lys Glu 
5 10 15 



Lys Ser Lys Phe 
20 



<210> 1840 

IJ <211> 20 

tfl <212> PRT 

fJQ <213> Homo sapiens 

s .h <400> 1840 

ff* Trp Lys Thr Val Ser Gly Lys Glu Lys Ser Lys Phe Asp Glu Met Ala 
m 5 10 15 



Lys Ala Asp Lys 
20 



O <210> 1841 
\d <211> 20 

<212> PRT 
a , <213> Homo sapiens 

<400> 1841 

Lys Ser Lys Phe Asp Glu Met Ala Lys Ala Asp Lys Val Arg Tyr Asp 
5 10 15 

Arg Glu Met Lys 
20 



<210> 1842 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1842 

Lys Ala Asp Lys Val Arg Tyr Asp Arg Glu Met Lys Asp Tyr Gly Pro 
5 10 15 

Ala Lys Gly Gly 
20 



<210> 1843 
<211> 20 
<212> PRT 

<213> Homo sapiens 
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<400> 1843 

Arg Glu Met Lys Asp Tyr Gly Pro Ala Lys Gly Gly Lys Lys Lys Lys 
5 10 15 

Asp Pro Asn Ala 
20 



<210> 1844 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1844 

Ala Lys Gly Gly Lys Lys Lys Lys Asp Pro Asn Ala Pro Lys Arg Pro 
5 10 15 

Pro Ser Gly Phe 
20 



<210> 1845 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1845 

Asp Pro Asn Ala Pro Lys Arg Pro Pro Ser Gly Phe Phe Leu Phe Cys 
5 10 15 

Ser Glu Phe Arg 
20 



<210> 1846 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1846 

Pro Ser Gly Phe Phe Leu Phe Cys Ser Glu Phe Arg Pro Lys He Lys 
5 10 15 

Ser Thr Asn Pro 
20 



<210> 1847 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1847 
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Ser Glu Phe Arg Pro Lys He Lys Ser Thr Asn Pro Gly He Ser He 
5 10 15 

Gly Asp Val Ala 
20 



<210> 1848 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1848 

Ser Thr Asn Pro Gly He Ser He Gly Asp Val Ala Lys Lys Leu Gly 
5 10 15 

Glu Met Trp Asn 
20 



<210> 1849 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1849 

Gly Asp Val Ala Lys Lys Leu Gly Glu Met Trp Asn Asn Leu Asn Asp 
5 10 15 

Ser Glu Lys Gin 
20 



<210> 1850 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1850 

Glu Met Trp Asn Asn Leu Asn Asp Ser Glu Lys Gin Pro Tyr He Thr 
5 10 15 

Lys Ala Ala Lys 
20 



<210> 1851 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1851 

Ser Glu Lys Gin Pro Tyr He Thr Lys Ala Ala Lys Leu Lys Glu Lys 
5 10 15 
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Tyr Glu Lys Asp 
20 



<210> 1852 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 1852 

^ Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Val Ala Asp Tyr 
y 5 10 15 

03 Lys Ser Lys Gly 

*P 20 



pg <210> 1853 
,w <211> 20 



m 

o 



<212> PRT 

<213> Homo sapiens 



U1 <400> 1853 

S Tyr Glu Lys Asp Val Ala Asp Tyr Lys Ser Lys Gly Lys Phe Asp Gly 
hi 5 10 15 

O 

y, Ala Lys Gly Pro 
^ 20 



<210> 1854 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1854 

Lys Ser Lys Gly Lys Phe Asp Gly Ala Lys Gly Pro Ala Lys Val Ala 
5 10 15 

Arg Lys Lys Val 
20 



<210> 1855 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1855 

Ala Lys Gly Pro Ala Lys Val Ala Arg Lys Lys Val Glu Glu Glu Asp 

5 10 15 



Glu Glu Glu Glu 
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20 



<210> 1856 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 1856 

Arg Lys Lys Val Glu Glu Glu Asp Glu Glu Gin Glu Glu Glu Glu Glu 

5 10 15 

p Glu Glu Glu Glu 

s.fi 20 



y3 



^ 2 <210> 1857 

[U <211> 28 

ffl <212> DNA 

s <213> Artificial Sequence 



<220> 

<223> PCR primer 
<400> 1857 

agtgcgaatt cgggctgcgt gcaggagg 28 

<210> 1858 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 1858 

ggactcgagc tactgcaagt ctggtgtgga tg 32 

<210> 1859 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 1859 

agatgaattc acgcgtccgc gccgcgcggc gca 33 



<210> 1860 
<211> 31 



627 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 1860 

agttctcgag tcacctccct gggccccttt g 

<210> 1861 
<211> 945 
<212> DNA 
Q <213> Homo sapiens 

f¥j <400> 1861 

j atgcatcacc atcaccatca cacggccgcg tccgataact tccagctgtc ccagggtggg 60 
^ cagggattcg ccattccgat cgggcaggcg atggcgatcg cgggccagat caagcttccc 120 
p accgttcata tcgggcctac cgccttcctc ggcttgggtg ttgtcgacaa caacggcaac 180 
ggcgcacgag tccaacgcgt ggtcgggagc gctccggcgg caagtctcgg catctccacc 240 
£ ggcgacgtga tcaccgcggt cgacggcgct ccgatcaact cggccaccgc gatggcggac 300 
u- gcgcttaacg ggcatcatcc cggtgacgtc atctcggtga cctggcaaac caagtcgggc 360 
■ ggcacgcgta cagggaacgt gacattggcc gagggacccc cggccgaatt cacgcgtccg 420 

y cgccgcgcgg cgcaggggag gcgagaggcg ccccccggtg gagagcctga gccccgcgca 480 
m agtctggcgg cacctggcga gcggagccgg agtcgggctg gggaccgcgg ggttgaggcc 540 
□ ggaccgcggc ggggtcgggg gagaaacgcg cgctgccctg gcacgggccc caaccccccg 600 
y gccgcgcgga atggtatggc ccggccggag ttaaggccgg ggggaggcgg cgagtcccgc 660 
ggcggcggcg acgatggggc tgcgtgcagg aggaacgctg ggcagggccg gcgcgggtcg 720 
gggggcgccc gaggggcccg ggccgagcgg cggcgcgcag ggcggcagca tccactcggg 780 
ccgcatcgcc gcggtgcaca acgtgccgct gagcgtgctc atccggccgc tgccgtccgt 840 
gttggacccc gccaaggtgc agagcctcgt ggacacgatc cgggaggacc cagacagcgt 900 
gccccccatc gatgtcctct ggatcaaagg ggcccaggga ggtga 945 

<210> 1862 
<211> 822 
<212> DNA 
<213> Homo sapiens 

<400> 1862 

atgcatcacc atcaccatca cacggccgcg tccgataact tccagctgtc ccagggtggg 60 
cagggattcg ccattccgat cgggcaggcg atggcgatcg cgggccagat caagcttccc 120 
accgttcata tcgggcctac cgccttcctc ggcttgggtg ttgtcgacaa caacggcaac 180 
ggcgcacgag tccaacgcgt ggtcgggagc gctccggcgg caagtctcgg catctccacc 240 
ggcgacgtga tcaccgcggt cgacggcgct ccgatcaact cggccaccgc gatggcggac 300 
gcgcttaacg ggcatcatcc cggtgacgtc atctcggtga cctggcaaac caagtcgggc 360 
ggcacgcgta cagggaacgt gacattggcc gagggacccc cggccgaatt cgggctgcgt 420 
gcaggaggaa cgctgggcag ggccggcgcg ggtcgggggg cgcccgaggg gcccgggccg 480 
agcggcggcg cgcagggcgg cagcatccac tcgggccgca tcgccgcggt gcacaacgtg 54 0 
ccgctgagcg tgctcatccg gccgctgccg tccgtgttgg accccgccaa ggtgcagagc 600 
ctcgtggaca cgatccggga ggacccagac agcgtgcccc ccatcgatgt cctctggatc 660 
aaaggggccc agggaggtga ctacttctac tcctttgggg gctgccaccg ctacgcggcc 720 
taccagcaac tgcagcgaga gaccatcccc gccaagcttg tccagtccac tctctcagac 780 
ctaagggtgt acctgggagc atccacacca gacttgcagt ag 822 



La 



31 



<210> 1863 
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<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 1863 

Met His His His His His His Thr Ala Ala Ser Asp Asn Phe Gin Leu 
5 10 15 

Ser Gin Gly Gly Gin Gly Phe Ala He Pro He Gly Gin Ala Met Ala 
20 25 30 

He Ala Gly Gin He Lys Leu Pro Thr Val His He Gly Pro Thr Ala 
35 40 45 

Phe Leu Gly Leu Gly Val Val Asp Asn Asn Gly Asn Gly Ala Arg Val 
50 55 60 

Gin Arg Val Val Gly Ser Ala Pro Ala Ala Ser Leu Gly He Ser Thr 
65 70 75 80 

Gly Asp Val He Thr Ala Val Asp Gly Ala Pro He Asn Ser Ala Thr 
85 90 95 

Ala Met Ala Asp Ala Leu Asn Gly His His Pro Gly Asp Val He Ser 
100 105 110 

Val Thr Trp Gin Thr Lys Ser Gly Gly Thr Arg Thr Gly Asn Val Thr 
115 120 125 

Leu Ala Glu Gly Pro Pro Ala Glu Phe Thr Arg Pro Arg Arg Ala Ala 
130 135 140 

Gin Gly Arg Arg Glu Ala Pro Pro Gly Gly Glu Pro Glu Pro Arg Ala 
i45 150 155 160 

Ser Leu Ala Ala Pro Gly Glu Arg Ser Arg Ser Arg Ala Gly Asp Arg 
165 170 175 

Gly Val Glu Ala Gly Pro Arg Arg Gly Arg Gly Arg Asn Ala Arg Cys 
180 185 190 

Pro Gly Thr Gly Pro Asn Pro Pro Ala Ala Arg Asn Gly Met Ala Arg 
195 200 205 

Pro Glu Leu Arg Pro Gly Gly Gly Gly Glu Ser Arg Gly Gly Gly Asp 
210 215 220 

Asp Gly Ala Ala Cys Arg Arg Asn Ala Gly Gin Gly Arg Arg Gly Ser 
225 230 235 240 

Gly Gly Ala Arg Gly Ala Arg Ala Glu Arg Arg Arg Ala Gly Arg Gin 
245 250 255 

His Pro Leu Gly Pro His Arg Arg Gly Ala Gin Arg Ala Ala Glu Arg 
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260 265 270 

Ala His Pro Ala Ala Ala Val Arg Val Gly Pro Arg Gin Gly Ala Glu 
275 280 285 

Pro Arg Gly His Asp Pro Gly Gly Pro Arg Gin Arg Ala Pro His Arg 
290 295 300 

Cys Pro Leu Asp Gin Arg Gly Pro Gly Arg 
305 310 



D <210> 1864 
i^Q <211> 273 
rg <212> PRT 



m 
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<213> Homo sapiens 
<400> 1864 

Met His His His His His His Thr Ala Ala Ser Asp Asn Phe Gin Leu 
5 10 15 

Ser Gin Gly Gly Gin Gly Phe Ala He Pro He Gly Gin Ala Met Ala 
20 25 30 

He Ala Gly Gin He Lys Leu Pro Thr Val His He Gly Pro Thr Ala 
35 40 45 

Phe Leu Gly Leu Gly Val Val Asp Asn Asn Gly Asn Gly Ala Arg Val 
50 55 60 

Gin Arg Val Val Gly Ser Ala Pro Ala Ala Ser Leu Gly He Ser Thr 
65 70 75 80 

Gly Asp Val He Thr Ala Val Asp Gly Ala Pro He Asn Ser Ala Thr 
85 90 95 

Ala Met Ala Asp Ala Leu Asn Gly His His Pro Gly Asp Val He Ser 
100 105 110 

Val Thr Trp Gin Thr Lys Ser Gly Gly Thr Arg Thr Gly Asn Val Thr 
115 120 125 

Leu Ala Glu Gly Pro Pro Ala Glu Phe Gly Leu Arg Ala Gly Gly Thr 
130 135 140 

Leu Gly Arg Ala Gly Ala Gly Arg Gly Ala Pro Glu Gly Pro Gly Pro 
145 150 155 160 

Ser Gly Gly Ala Gin Gly Gly Ser He His Ser Gly Arg He Ala Ala 
165 170 175 

Val His Asn Val Pro Leu Ser Val Leu He Arg Pro Leu Pro Ser Val 
180 185 190 
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Leu Asp Pro Ala 
195 

Pro Asp Ser Val 
210 

Gly Gly Asp Tyr 
225 

Tyr Gin Gin Leu 



Thr Leu Ser Asp 
260 



Lys Val Gin Ser 
200 

Pro Pro lie Asp 
215 

Phe Tyr Ser Phe 
230 

Gin Arg Glu Thr 
245 

Leu Arg Val Tyr 



Leu Val Asp Thr 



Val Leu Trp lie 
220 

Gly Gly Cys His 
235 

lie Pro Ala Lys 
250 

Leu Gly Ala Ser 
265 



lie Arg Glu Asp 
205 

Lys Gly Ala Gin 



Arg Tyr Ala Ala 
240 

Leu Val Gin Ser 
255 

Thr Pro Asp Leu 
270 



Gin 



<210> 1865 

<211> 790 

<212> DNA 

<213> Homo sapiens 



<400> 1865 

ctgattccgc gactccttgg ccgccgctgc 
gcggcgccgg ccagcagccc cagccgcagc 
gtttctttgc cacggccgca gccgcggcgg 
cgcagcagca gcagcagcag cagcagcagc 
ccgacggcca gccctcaggg ggcggtcaca 
gctcgtcttc gcccgaactg atgcgctgca 
acagcctgcc gcagcagcag ccggccgccg 
gcgtcaagtt ggtcaacctg ggctttgcca 
ccaacaagaa gatgagtaag gtggagacac 
tgcagcagct gctggacgag catgacgcgg 
cgcccaccat ctcccccaac tactccaacg 
catcctactc gtcggacgag ggctcttacg 
tcgacttcac caactggttc tgaggggctc 
ttggaagcag 



gcatggaaag ctctgccaag atggagagcg 60 
cccagcagcc cttcctgccg cccgcagcct 120 
ccgcagccgc cgcagcggca gcgcagagcg 180 
agcagcaggc gccgcagctg agaccggcgg 24 0 
agtcagcgcc caagcaagtc aagcgacagc 300 
aacgccggct caacttcagc ggctttggct 360 
tggcgcgccg caacgagcgc gagcgcaacc 420 
cccttcggga gcacgtcccc aacggcgcgg 480 
tgcgctcggc ggtcgagtac atccgcgcgc 540 
tgagcgccgc cttccaggca ggcgtcctgt 600 
acttgaactc catggccggc tcgccggtct 660 
acccgctcag ccccgaggag caggagcttc 720 
ggcctggtca ggccctggtg cgaatggact 780 

790 



<210> 1866 

<211> 784 

<212> DNA 

<213> Homo sapiens 



<400> 1866 

ccgcgactcc ttggccgccg ctgcgcatgg 
ccggccagca gccccagccg cagccccagc 
ttgccacggc cgcagccgcg gcggccgcag 
agcagcagca gcagcagcag cagcagcagc 
gccagccctc agggggcggt cacaagtcag 
cttcgcccga actgatgcgc tgcaaacgcc 
tgccgcagca gcagccggcc gccgtggcgc 
agttggtcaa cctgggcttt gccacccttc 
agaagatgag taaggtggag acactgcgct 



aaagctctgc caagatggag agcggcggcg 60 
agcccttcct gccgcccgca gcctgtttct 120 
ccgccgcagc ggcagcgcag agcgcgcagc 180 
aggcgccgca gctgagaccg gcggccgacg 24 0 
cgcccaagca agtcaagcga cagcgctcgt 300 
ggctcaactt cagcggcttt ggctacagcc 360 
gccgcaacga gcgcgagcgc aaccgcgtca 420 
gggagcacgt ccccaacggc gcggccaaca 4 80 
cggcggtcga gtacatccgc gcgctgcagc 540 
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agctgctgga cgagcatgac gcggtgagcg 
ccatctcccc caactactcc aacgacttga 
actcgtcgga cgagggctct tacgacccgc 
tcaccaactg gttctgaggg gctcggcctg 
gcag 



ccgccttcca ggcaggcgtc ctgtcgccca 600 
actccatggc cggctcgccg gtctcatcct 660 
tcagccccga ggagcaggag cttctcgact 720 
gtcaggccct ggtgcgaatg gactttggaa 780 

784 



<210> 1867 

<211> 789 

<212> DNA 

<213> Homo sapiens 



<400> 1867 

ttccgcgact ccttggccgc cgctgcgcat 
cgccggccag cagccccagc cgcagcccca 
ctttgccacg gccgcagccg cggcggccgc 
gcagcagcag cagcagcagc agcagcagca 
cgacggccag ccctcagggg gcggtcacaa 
ctcgtcttcg cccgaactga tgcgctgcaa 
cagcctgccg cagcagcagc cggccgccgt 
cgtcaagttg gtcaacctgg gctttgccac 
caacaagaag atgagtaagg tggagacact 
gcagcagctg ctggacgagc atgacgcggt 
gcccaccatc tcccccaact actccaacga 
atcctactcg tcggacgagg gctcttacga 
cgacttcacc aactggttct gaggggctcg 
tggaagcag 



ggaaagctct gccaagatgg agagcggcgg 60 
gcagcccttc ctgccgcccg cagcctgttt 120 
agccgccgca gcggcagcgc agagcgcgca 180 
gcagcaggcg ccgcagctga gaccggcggc 240 
gtcagcgccc aagcaagtca agcgacagcg 300 
acgccggctc aacttcagcg gctttggcta 360 
ggcgcgccgc aacgagcgcg agcgcaaccg 4 20 
ccttcgggag cacgtcccca acggcgcggc 480 
gcgctcggcg gtcgagtaca tccgcgcgct 540 
gagcgccgcc ttccaggcag gcgtcctgtc 600 
cttgaactcc atggccggct cgccggtctc 660 
cccgctcagc cccgaggagc aggagcttct 720 
gcctggtcag gccctggtgc gaatggactt 780 

789 



<210> 1868 

<211> 785 

<212> DNA 

<213> Homo sapiens 



<400> 1868 

tctgattccg cgactccttg gccgccgctg 
ggcggcgccg gccagcagcc ccagccgcag 
tgtttctttg ccacggccgc agccgcggcg 
gcgcagcagc agcagcagca gcagcagcag 
ggccagccct cagggggcgg tcacaagtca 
tcttcgcccg aactgatgcg ctgcaaacgc 
ctgccgcagc agcagccggc cgccgtggcg 
aagttggtca acctgggctt tgccaccctt 
aagaagatga gtaaggtgga gacactgcgc 
cagctgctgg acgagcatga cgcggtgagc 
accatctccc ccaactactc caacgacttg 
tactcgtcgg acgagggctc ttacgacccg 
ttcaccaact ggttctgagg ggctcggcct 
agcag 



cgcatggaaa gctctgccaa gatggagagc 60 
ccccagcagc ccttcctgcc gcccgcagcc 120 
gccgcagccg ccgcagcggc agcgcagagc 180 
caggcgccgc agctgagacc ggcggccgac 240 
gcgcccaagc aagtcaagcg acagcgctcg 300 
cggctcaact tcagcggctt tggctacagc 360 
cgccgcaacg agcgcgagcg caaccgcgtc 420 
cgggagcacg tccccaacgg cgcggccaac 480 
tcggcggtcg agtacatccg cgcgctgcag 540 
gccgccttcc aggcaggcgt cctgtcgccc 600 
aactccatgg ccggctcgcc ggtctcatcc 660 
ctcagccccg aggagcagga gcttctcgac 720 
ggtcaggccc tggtgcgaat ggactttgga 780 

785 



<210> 1869 
<211> 236 
<212> PRT 

<213> Homo sapiens 



<400> 1869 
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Met Glu Ser Ser 

Gin Pro Gin Pro 
20 

Ala Thr Ala Ala 
35 

Ser Ala Gin Gin 
50 

Gin Leu Arg Pro 
65 

Ser Ala Pro Lys 

Met Arg Cys Lys 
100 

Pro Gin Gin Gin 
115 

Asn Arg Val Lys 
130 

Val Pro Asn Gly 
145 

Arg Ser Ala Val 

His Asp Ala Val 
180 

lie Ser Pro Asn 
195 

Val Ser Ser Tyr 
210 

Glu Glu Gin Glu 
225 



Ala Lys Met Glu 
5 

Gin Gin Pro Phe 

Ala Ala Ala Ala 
40 

Gin Gin Gin Gin 
55 

Ala Ala Asp Gly 
70 

Gin Val Lys Arg 
85 

Arg Arg Leu Asn 

Pro Ala Ala Val 
120 

Leu Val Asn Leu 
135 

Ala Ala Asn Lys 
150 

Glu Tyr He Arg 
165 

Ser Ala Ala Phe 

Tyr Ser Asn Asp 
200 

Ser Ser Asp Glu 
215 

Leu Leu Asp Phe 
230 



Ser Gly Gly Ala 
10 

Leu Pro Pro Ala 
25 

Ala Ala Ala Ala 

Gin Gin Gin Gin 
60 

Gin Pro Ser Gly 
75 

Gin Arg Ser Ser 
90 

Phe Ser Gly Phe 
105 

Ala Arg Arg Asn 

Gly Phe Ala Thr 
140 

Lys Met Ser Lys 
155 

Ala Leu Gin Gin 
170 

Gin Ala Gly Val 
185 

Leu Asn Ser Met 

Gly Ser Tyr Asp 
220 

Thr Asn Trp Phe 
235 



Gly Gin Gin Pro 
15 

Ala Cys Phe Phe 
30 

Ala Ala Ala Gin 
45 

Gin Gin Ala Pro 

Gly Gly His Lys 
80 

Ser Pro Glu Leu 
95 

Gly Tyr Ser Leu 
110 

Glu Arg Glu Arg 
125 

Leu Arg Glu His 

Val Glu Thr Leu 
160 

Leu Leu Asp Glu 
175 

Leu Ser Pro Thr 
190 

Ala Gly Ser Pro 
205 

Pro Leu Ser Pro 



<210> 1870 
<211> 236 
<212> PRT 

<213> Homo sapiens 



<400> 1870 
























Met 


Glu 


Ser 


Ser 


Ala Lys 


Met 


Glu 


Ser 


Gly Gly Ala 


Gly Gin 


Gin 


Pro 










5 








10 








15 




Gin 


Pro 


Gin 


Pro 


Gin Gin 


Pro 


Phe 


Leu 


Pro 


Pro 


Ala 


Ala Cys 


Phe 


Phe 








20 








25 








30 






Ala 


Thr 


Ala 


Ala 


Ala Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala Ala 


Ala 


Gin 






35 








40 










45 






Ser 


Ala 


Gin 


Gin 


Gin Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin Gin 


Ala 


Pro 




50 








55 










60 








Gin 


Leu 


Arg 


Pro 


Ala Ala Asp Gly Gin 


Pro 


Ser 


Gly Gly Gly His 


Lys 


65 








70 










75 








80 


Ser 


Ala 


Pro 


Lys 


Gin Val 


Lys 


Arg 


Gin Arg 


Ser 


Ser 


Ser Pro 


Glu 


Leu 










85 








90 








95 




Met 


Arg 


Cys 


Lys 


Arg Arg 


Leu 


Asn 


Phe 


Ser 


Gly 


Phe 


Gly Tyr 


Ser 


Leu 








100 








105 








110 






Pro 


Gin 


Gin 


Gin 


Pro Ala 


Ala 


Val 


Ala 


Arg Arg Asn 


Glu Arg 


Glu 


Arg 






115 








120 










125 
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Asn Arg Val Lys 
130 

Val Pro Asn Gly 
145 

Arg Ser Ala Val 

His Asp Ala Val 
180 

lie Ser Pro Asn 
195 

Val Ser Ser Tyr 
210 

Glu Glu Gin Glu 
225 



Leu Val Asn Leu 
135 

Ala Ala Asn Lys 
150 

Glu Tyr lie Arg 
165 

Ser Ala Ala Phe 

Tyr Ser Asn Asp 
200 

Ser Ser Asp Glu 
215 

Leu Leu Asp Phe 
230 



Gly Phe Ala Thr 
140 

Lys Met Ser Lys 
155 

Ala Leu Gin Gin 
170 

Gin Ala Gly Val 
185 

Leu Asn Ser Met 

Gly Ser Tyr Asp 
220 

Thr Asn Trp Phe 
235 



Leu Arg Glu His 

Val Glu Thr Leu 
160 

Leu Leu Asp Glu 
175 

Leu Ser Pro Thr 
190 

Ala Gly Ser Pro 
205 

Pro Leu Ser Pro 



<210> 1871 
<211> 237 
<212> PRT 

<213> Homo sapiens 
<400> 1871 

Met Glu Ser Ser Ala Lys Met Glu Ser Gly Gly Ala Gly Gin Gin Pro 

5 10 15 

Gin Pro Gin Pro Gin Gin Pro Phe Leu Pro Pro Ala Ala Cys Phe Phe 

20 25 30 

Ala Thr Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Gin 

35 40 45 

Ser Ala Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Ala 

50 55 60 

Pro Gin Leu Arg Pro Ala Ala Asp Gly Gin Pro Ser Gly Gly Gly His 
65 70 75 80 

Lys Ser Ala Pro Lys Gin Val Lys Arg Gin Arg Ser Ser Ser Pro Glu 

85 90 95 

Leu Met Arg Cys Lys Arg Arg Leu Asn Phe Ser Gly Phe Gly Tyr Ser 

100 105 HO 

Leu Pro Gin Gin Gin Pro Ala Ala Val Ala Arg Arg Asn Glu Arg Glu 

115 120 125 

Arg Asn Arg Val Lys Leu Val Asn Leu Gly Phe Ala Thr Leu Arg Glu 

130 135 140 

His Val Pro Asn Gly Ala Ala Asn Lys Lys Met Ser Lys Val Glu Thr 
145 150 155 160 

Leu Arg Ser Ala Val Glu Tyr He Arg Ala Leu Gin Gin Leu Leu Asp 

165 170 175 

Glu His Asp Ala Val Ser Ala Ala Phe Gin Ala Gly Val Leu Ser Pro 

180 185 190 

Thr He Ser Pro Asn Tyr Ser Asn Asp Leu Asn Ser Met Ala Gly Ser 

195 200 205 

Pro Val Ser Ser Tyr Ser Ser Asp Glu Gly Ser Tyr Asp Pro Leu Ser 

210 215 220 

Pro Glu Glu Gin Glu Leu Leu Asp Phe Thr Asn Trp Phe 
225 230 235 
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<210> 1872 
<211> 234 
<212> PRT 

<213> Homo sapiens 





<400> 1872 




Met 


Glu Ser Ser 




Gin 


Pro Gin Pro 






20 




Ala 


Thr Ala Ala 


ps& 




35 




Ser 


Ala Gin Gin 


• p» 

%y 




50 


£8 


Arg 


Pro Ala Ala 


CBS 
+• 


65 






Pro 


Lys Gin Val 


yl 






ry 


Cys 


Lys Arg Arg 






100 




Gin 


Gin Pro Ala 


« 




115 


pa 

3 — s 


Val 


Lys Leu Val 


HI 




130 




Asn 


Gly Ala Ala 


w 


145 






Ala 


Val Glu Tyr 


s ^ 








Ala 


Val Ser Ala 






180 




Pro 


Asn Tyr Ser 






195 




Ser 


Tyr Ser Ser 






210 




Gin 


Glu Leu Leu 



225 



Ala Lys Met Glu Ser Gly 
5 10 
Gin Gin Pro Phe Leu Pro 
25 

Ala Ala Ala Ala Ala Ala 
40 

Gin Gin Gin Gin Gin Gin 
55 

Asp Gly Gin Pro Ser Gly 
70 

Lys Arg Gin Arg Ser Ser 
85 90 
Leu Asn Phe Ser Gly Phe 
105 

Ala Val Ala Arg Arg Asn 
120 

Asn Leu Gly Phe Ala Thr 
135 

Asn Lys Lys Met Ser Lys 
150 

lie Arg Ala Leu Gin Gin 
165 170 
Ala Phe Gin Ala Gly Val 
185 

Asn Asp Leu Asn Ser Met 
200 

Asp Glu Gly Ser Tyr Asp 
215 

Asp Phe Thr Asn Trp Phe 
230 



Gly Ala Gly Gin Gin Pro 
15 

Pro Ala Ala Cys Phe Phe 
30 

Ala Ala Ala Ala Ala Gin 
45 

Gin Gin Ala Pro Gin Leu 
60 

Gly Gly His Lys Ser Ala 
7 $ 80 
Ser Pro Glu Leu Met Arg 
95 

Gly Tyr Ser Leu Pro Gin 
110 

Glu Arg Glu Arg Asn Arg 
125 

Leu Arg Glu His Val Pro 
140 

Val Glu Thr Leu Arg Ser 
155 160 
Leu Leu Asp Glu His Asp 
175 

Leu Ser Pro Thr He Ser 
190 

Ala Gly Ser Pro Val Ser 
205 

Pro Leu Ser Pro Glu Glu 
220 



<210> 1873 

<211> 1353 

<212> DNA 

<213> Homo sapiens 

<400> 1873 

gcagcatgta acctggcctg catccaggaa 
cacccaactg gccccagtac attcattctc 
agaaaaggaa taggatcaag agatacgtgg 
cttcagcagt tccggtggcc aattctgtgt 
tgaccccagg aattatgtct cacgtgcccc 
tagttcctgg gaacccacct agtttggtgt 
ctctgaaaga aggcaaaacc ttgggggcca 
gcctcggctc catcatggcg acggttctcg 
gaggctttcc cttctgggga ggcttgtggt 
cagaaaatca gccatattct tattgcctgc 



atagaggact tcggatcctt ctaaccctac 60 
tcaggaaaaa aaacaaggtc cccacagcaa 120 
ctgctggcag agcaagcatg aattcgatga 180 
tggtggtggc accccacaat ggttatcctg 24 0 
tgtatccaaa cagccagccg caagtccacc 300 
cgaatgtgaa tgggcagcct gtgcagaaag 360 
tccagatcat cattggcctg gctcacatcg 420 
taggggaata cctgtctatt tcattctacg 480 
ttatcatttc agaatctctc tccgtggcag 540 
tgtctggcag tttgggcttg aacatcgtca 600 
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gtgcaatctg ctctgcagtt ggagtcatac tcttcatcac agatctaagt attccccacc 660 
catatgccta ccccgactat tatccttacg cctggggtgt gaaccctgga atggcgattt 720 
ctggcgtgct gctggtcttc tgcctcctgg agtttggcat cgcatgcgca tcttcccact 780 
ttggctgcca gttggtctgc tgtcaatcaa gcaatgtgag tgtcatctat ccaaacatct 84 0 
atgcagcaaa cccagtgatc accccagaac cggtgacctc accaccaagt tattccagtg 900 
agatccaagc aaataagtaa ggctacagat tctggaagca tctttcactg ggaccaaaag 960 
aagtcctcct ccctttctgg gcttccataa cccaggtcgt tcctgttctg acagctgagg 1020 
aaacgtctct cccactgttt gtactctcac cttcattctt caattcagtc taggaaacca 1080 
tgctgtttct ctatcaagaa gaagacagag attttaaaca gatgttaacc aagagggact 1140 
ccctagggca catgcatcag cacatatgtg ggcatccagc ctctggggcc ttggcacaca 1200 
cacattcgtg tgctctgctg catgtgagct tgtgggttaa aggaacaaat atttagacat 1260 
tcaatcttca ctctttcaat tgtgcattca tttaataaat agatactgag cattcaaaaa 1320 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 1353 

<210> 1874 
<211> 250 
<212> PRT 

<213> Homo sapiens 
<400> 1874 

Met Asn Ser Met Thr Ser Ala Val Pro Val Ala Asn Ser Val Leu Val 

5 10 15 

Val Ala Pro His Asn Gly Tyr Pro Val Thr Pro Gly lie Met Ser His 

20 25 30 

Val Pro Leu Tyr Pro Asn Ser Gin Pro Gin Val His Leu Val Pro Gly 

35 40 45 

Asn Pro Pro Ser Leu Val Ser Asn Val Asn Gly Gin Pro Val Gin Lys 

50 55 60 

Ala Leu Lys Glu Gly Lys Thr Leu Gly Ala He Gin He He He Gly 
65 70 75 80 

Leu Ala His He Gly Leu Gly Ser He Met Ala Thr Val Leu Val Gly 

85 90 95 

Glu Tyr Leu Ser He Ser Phe Tyr Gly Gly Phe Pro Phe Trp Gly Gly 

100 105 110 

Leu Trp Phe He lie Ser Glu Ser Leu Ser Val Ala Ala Glu Asn Gin 

115 120 125 

Pro Tyr Ser Tyr Cys Leu Leu Ser Gly Ser Leu Gly Leu Asn He Val 

130 135 140 

Ser Ala He Cys Ser Ala Val Gly Val He Leu Phe He Thr Asp Leu 
145 150 155 160 

Ser He Pro His Pro Tyr Ala Tyr Pro Asp Tyr Tyr Pro Tyr Ala Trp 

165 170 175 

Gly Val Asn Pro Gly Met Ala He Ser Gly Val Leu Leu Val Phe Cys 

180 185 190 

Leu Leu Glu Phe Gly He Ala Cys Ala Ser Ser His Phe Gly Cys Gin 

195 200 205 

Leu Val Cys Cys Gin Ser Ser Asn Val Ser Val He Tyr Pro Asn He 

210 215 220 

Tyr Ala Ala Asn Pro Val He Thr Pro Glu Pro Val Thr Ser Pro Pro 
225 230 235 240 

Ser Tyr Ser Ser Glu He Gin Ala Asn Lys 
245 250 



<210> 1875 
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<211> 1155 

<212> DNA 

<213> Homo sapiens 

<400> 1875 

atgcatcacc atcaccatca cacggccgcg 
cagggattcg ccattccgat cgggcaggcg 
accgttcata tcgggcctac cgccttcctc 
ggcgcacgag tccaacgcgt ggtcgggagc 
ggcgacgtga tcaccgcggt cgacggcgct 
gcgcttaacg ggcatcatcc cggtgacgtc 
ggcacgcgta cagggaacgt gacattggcc 
gcagttccgg tggccaattc tgtgttggtg 
ccaggaatta tgtctcacgt gcccctgtat 
cctgggaacc cacctagttt ggtgtcgaat 
aaagaaggca aaaccttggg ggccatccag 
ggctccatca tggcgacggt tctcgtaggg 
tttcccttct ggggaggctt gtggtttatc 
aatcagccat attcttattg cctgctgtct 
atctgctctg cagttggagt catactcttc 
gcctaccccg actattatcc ttacgcctgg 
gtgctgctgg tcttctgcct cctggagttt 
tgccagttgg tctgctgtca atcaagcaat 
gcaaacccag tgatcacccc agaaccggtg 
caagcaaata agtaa 



tccgataact tccagctgtc ccagggtggg 60 
atggcgatcg cgggccagat caagcttccc 120 
ggcttgggtg ttgtcgacaa caacggcaac 180 
gctccggcgg caagtctcgg catctccacc 24 0 
ccgatcaact cggccaccgc gatggcggac 300 
atctcggtga cctggcaaac caagtcgggc 360 
gagggacccc cggccgaatt catgacttca 420 
gtggcacccc acaatggtta tcctgtgacc 480 
ccaaacagcc agccgcaagt ccacctagtt 540 
gtgaatgggc agcctgtgca gaaagctctg 600 
atcatcattg gcctggctca catcggcctc 660 
gaatacctgt ctatttcatt ctacggaggc 720 
atttcagaat ctctctccgt ggcagcagaa 780 
ggcagtttgg gcttgaacat cgtcagtgca 84 0 
atcacagatc taagtattcc ccacccatat 900 
ggtgtgaacc ctggaatggc gatttctggc 960 
ggcatcgcat gcgcatcttc ccactttggc 1020 
gtgagtgtca tctatccaaa catctatgca 1080 
acctcaccac caagttattc cagtgagatc 1140 

1155 



<210> 1876 
<211> 384 
<212> PRT 

<213> Homo sapiens 



<400> 1876 



Met 


His 


His 


His 


His 


His 


His 


Thr 


Ala 


Ala 


Ser Asp 


Asn 


Phe 


Gin 


Leu 










5 










10 










15 




Ser 


Gin 


Gly Gly Gin 


Gly 


Phe 


Ala 


He 


Pro 


He 


Gly 


Gin 


Ala 


Met 


Ala 








20 










25 










30 






He 


Ala 


Gly Gin 


He 


Lys 


Leu 


Pro 


Thr 


Val 


His 


He 


Gly 


Pro 


Thr 


Ala 






35 










40 










45 








Phe 


Leu 


Gly Leu 


Gly 


Val 


Val 


Asp 


Asn 


Asn 


Gly Asn 


Gly 


Ala 


Arg 


Val 




50 










55 










60 








Gin 


Arg 


Val 


Val 


Gly 


Ser 


Ala 


Pro 


Ala 


Ala 


Ser 


Leu 


Gly 


He 


Ser 


Thr 


65 










70 










75 








80 


Gly 


Asp 


Val 


He 


Thr 


Ala 


Val 


Asp 


Gly 


Ala 


Pro 


He 


Asn 


Ser 


Ala 


Thr 










85 










90 










95 




Ala 


Met 


Ala 


Asp 


Ala 


Leu 


Asn 


Gly 


His 


His 


Pro 


Gly 


Asp 


Val 


He 


Ser 








100 










105 










110 






Val 


Thr 


Trp 


Gin 


Thr 


Lys 


Ser 


Gly 


Gly 


Thr 


Arg 


Thr 


Gly 


Asn 


Val 


Thr 






115 










120 










125 








Leu 


Ala 


Glu 


Gly 


Pro 


Pro 


Ala 


Glu 


Phe 


Met 


Thr 


Ser 


Ala 


Val 


Pro 


Val 




130 










135 










140 










Ala 


Asn 


Ser 


Val 


Leu 


Val 


Val 


Ala 


Pro 


His 


Asn 


Gly 


Tyr 


Pro 


Val 


Thr 


145 










150 










155 








160 


Pro 


Gly 


He 


Met 


Ser 


His 


Val 


Pro 


Leu 


Tyr 


Pro 


Asn 


Ser 


Gin 


Pro 


Gin 
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1^5 170 175 

Val His Leu Val Pro Gly Asn Pro Pro Ser Leu Val Ser Asn Val Asn 

180 185 190 

Gly Gin Pro Val Gin Lys Ala Leu Lys Glu Gly Lys Thr Leu Gly Ala 

195 200 205 

He Gin He He He Gly Leu Ala His He Gly Leu Gly Ser He Met 

210 215 220 

Ala Thr Val Leu Val Gly Glu Tyr Leu Ser He Ser Phe Tyr Gly Gly 
225 230 235 240 

Phe Pro Phe Trp Gly Gly Leu Trp Phe He He Ser Glu Ser Leu Ser 
245 250 255 

^ Val Ala Ala Glu Asn Gin Pro Tyr Ser Tyr Cys Leu Leu Ser Gly Ser 
D 2^0 265 270 

j3 Leu Gly Leu Asn He Val Ser Ala He Cys Ser Ala Val Gly Val He 
m 275 280 285 

JZ, Leu Phe He Thr Asp Leu Ser He Pro His Pro Tyr Ala Tyr Pro Asp 
t 290 295 300 

£ Tyr Tyr Pro Tyr Ala Trp Gly Val Asn Pro Gly Met Ala He Ser Gly 

£ 305 310 315 320 

iW Val Leu Leu Val Phe Cys Leu Leu Glu Phe Gly He Ala Cys Ala Ser 

01 325 330 335 

8 Ser His Phe Gly Cys Gin Leu Val Cys Cys Gin Ser Ser Asn Val Ser 

□ 340 345 350 

in Val He Tyr Pro Asn He Tyr Ala Ala Asn Pro Val He Thr Pro Glu 

O 355 360 365 

M Pro Val Thr Ser Pro Pro Ser Tyr Ser Ser Glu He Gin Ala Asn Lys 

S 370 375 380 

<210> 1877 

<211> 861 

<212> DNA 

<213> Homo sapiens 

<400> 1877 

atgcatcacc atcaccatca cacggccgcg tccgataact tccagctgtc ccagggtggg 60 
cagggattcg ccattccgat cgggcaggcg atggcgatcg cgggccagat caagcttatg 120 
acttcagcag ttccggtggc caattctgtg ttggtggtgg caccccacaa tggttatcct 180 
gtgaccccag gaattatgtc tcacgtgccc ctgtatccaa acagccagcc gcaagtccac 240 
ctagttcctg ggaacccacc tagtttggtg tcgaatgtga atgggcagcc tgtgcagaaa 300 
gctctgaaag aaggcaaaac cttgggggcc atccagatca tcattggcct ggctcacatc 360 
ggcctcggct ccatcatggc gacggttctc gtaggggaat acctgtctat ttcattctac 420 
ggaggctttc ccttctgggg aggcttgtgg tttatcattt cagaatctct ctccgtggca 480 
gcagaaaatc agccatattc ttattgcctg ctgtctggca gtttgggctt gaacatcgtc 540 
agtgcaatct gctctgcagt tggagtcata ctcttcatca cagatctaag tattccccac 600 
ccatatgcct accccgacta ttatccttac gcctggggtg tgaaccctgg aatggcgatt 660 
tctggcgtgc tgctggtctt ctgcctcctg gagtttggca tcgcatgcgc atcttcccac 720 
tttggctgcc agttggtctg ctgtcaatca agcaatgtga gtgtcatcta tccaaacatc 780 
tatgcagcaa acccagtgat caccccagaa ccggtgacct caccaccaag ttattccagt 840 
gagatccaag caaataagta a 861 

<210> 1878 
<211> 286 
<212> PRT 
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<213> Homo sapiens 
<400> 1878 

Met His His His His His His Thr Ala Ala Ser Asp Asn Phe Gin Leu 

5 10 15 

Ser Gin Gly Gly Gin Gly Phe Ala He Pro He Gly Gin Ala Met Ala 

20 25 30 

He Ala Gly Gin He Lys Leu Met Thr Ser Ala Val Pro Val Ala Asn 

35 40 45 

Ser Val Leu Val Val Ala Pro His Asn Gly Tyr Pro Val Thr Pro Glv 

50 55 60 

He Met Ser His Val Pro Leu Tyr Pro Asn Ser Gin Pro Gin Val His 
65 70 75 80 

Leu Val Pro Gly Asn Pro Pro Ser Leu Val Ser Asn Val Asn Gly Gin 

85 90 95 

Pro Val Gin Lys Ala Leu Lys Glu Gly Lys Thr Leu Gly Ala He Gin 

100 105 no 

He He He Gly Leu Ala His He Gly Leu Gly Ser He Met Ala Thr 

115 120 125 

Val Leu Val Gly Glu Tyr Leu Ser He Ser Phe Tyr Gly Gly Phe Pro 

130 135 140 

Phe Trp Gly Gly Leu Trp Phe He He Ser Glu Ser Leu Ser Val Ala 
145 150 155 160 

Ala Glu Asn Gin Pro Tyr Ser Tyr Cys Leu Leu Ser Gly Ser Leu Gly 

165 170 175 

Leu Asn He Val Ser Ala He Cys Ser Ala Val Gly Val He Leu Phe 

180 185 190 

He Thr Asp Leu Ser He Pro His Pro Tyr Ala Tyr Pro Asp Tyr Tyr 

195 200 205 

Pro Tyr Ala Trp Gly Val Asn Pro Gly Met Ala He Ser Gly Val Leu 

210 215 220 

Leu Val Phe Cys Leu Leu Glu Phe Gly He Ala Cys Ala Ser Ser His 
225 230 235 240 

Phe Gly Cys Gin Leu Val Cys Cys Gin Ser Ser Asn Val Ser Val He 

245 250 255 

Tyr Pro Asn lie Tyr Ala Ala Asn Pro Val He Thr Pro Glu Pro Val 

260 265 270 

Thr Ser Pro Pro Ser Tyr Ser Ser Glu He Gin Ala Asn Lys 
275 280 285 

<210> 1879 

<211> 186 

<212> DNA 

<213> Homo sapiens 

<400> 1879 

atgcatcacc atcaccatca cacggccgcg tccgataact tccagctgtc ccagggtggg 60 
cagggattcg ccattccgat cgggcaggcg atggcgatcg cgggccagat caagcttcta 120 
agtattcccc acccatatgc ctaccccgac tattatcctt acgcctgggg tgtgaaccct 180 
ggaatg 



<210> 1880 
<211> 62 
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<212> PRT 

<213> Homo sapiens 
<400> 1880 

Met His His His His His His Thr Ala Ala Ser Asp Asn Phe Gin Leu 

5 10 15 

Ser Gin Gly Gly Gin Gly Phe Ala He Pro He Gly Gin Ala Met Ala 

20 25 30 

He Ala Gly Gin He Lys Leu Leu Ser He Pro His Pro Tyr Ala Tyr 

35 40 45 

Pro Asp Tyr Tyr Pro Tyr Ala Trp Gly Val Asn Pro Gly Met 
50 55 60 



<210> 1881 

<211> 69 

<212> DNA 

<213> Homo sapiens 

<400> 1881 

ctaagtattc cccacccata tgcctacccc gactattatc cttacgcctg gggtgtgaac 
cctggaatg 



<210> 1882 
<211> 23 
<212> PRT 

<213> Homo sapiens 
<400> 1882 

Leu Ser He Pro His Pro Tyr Ala Tyr Pro Asp Tyr Tyr Pro Tyr Ala 

5 10 15 

Trp Gly Val Asn Pro Gly Met 
20 



<210> 1883 

<211> 6799 

<212> DNA 

<213> Homo sapiens 

<400> 1883 

gccacgtaag aagtgtcttt 
aactgcgtgt ttactgctct 
aactcacaag acaggagact 
cggtctcagc cgaatgactg 
accccacttt gttctgtttg 
cccagcacct ggcttaactc 
actggcatca aatcatgacc 
gattgtgcaa aggggaaaga 
gaggtgagaa agcatgtcag 
catgaactgt cttctgctgg 
ctccacattc tctctgggtg 
gtgagccaga aggacacaca 



cgcctcccgc catgattctg 
gggcccagtg cctccctcgc 
caacagaatg accaagtgga 
aagaggaacc agggacaggg 
attctaagag gacacagact 
tcagacatgt tagacggttt 
tggttcagaa gagacacgag 
cacagactca gcatttccac 
gaacacaggc cccggccgat 
gcacactaag gggccacaag 
cactggccct cggccacgca 
cctgtggact cgatgtccct 



aggcctcccc agccatgtgc 60 
tcaatggagt gacggcatcc 120 
gaagacgtct aagttctcag 180 
atgactcaca tgggaagagg 240 
gcttcattca tttcagtttc 300 
gtaagcaccg gctctactga 360 
gactggatct gttctaaaca 420 
agcttttaac atttcagcga 480 
gaaagtgtct gatgctaaca 540 
caagctacgc cccagagcca 600 
aggccgcgcc agcctccgag 660 
gacttgggct cgatggccag 720 



640 



in 



ccccagggtg actccgcccg ccagcgcttt cttcaggctc tccttgacct ccgtcagctc 780 
cagctccagg ctgacacgct ccgcctcctt ctgccggcac tcctcctcca gctgcttcag 84 0 
cttctcctcc aggatcgcct gcggcttcct gcctggaatt cccagaaacg ccgttactcc 900 
cgcggcaggc acaggttctc caaacaacag agaaggcacc tggtccccaa gaagaacttc 960 
cacaaaacgt ctgaggtcga gctcccctga cttaggtcct cgttgtgaaa cttaaattca 1020 
gcagttctct aagggatcag agtccttctc ctaccatttc cctttgctgc agccgttgag 1080 
gactcggacc aggaaagagg agatgctgat tctgacgaag gccaggagct cctggctctg 1140 
ggcctcaatg ttctcatttt aaaacgtgga ccctaaactc cacagttccc aaagctgcca 1200 
ccttcttgga gtgtgaaccc tgtcctcccc taacgctccg ccgatccttc agtcatctta 1260 
tttgcgcccg aggcaatgaa cagtagctca gcttgcatct ctactggaca tggcacacat 1320 
ttctttaagg cacattcact tattttattt gaggtttgct gcagtgacct aagatgcacc 1380 
^ cactgggcag atgagaacac caatcccaag aggtgaacgg acttgtgccc agggcctggg 1440 
U ccggtggtgg ccggcaggcg aggttctctt tttcaaagcc aaaagcactc ctggccctcc 1500 
yp tgcatcttca ctatcctgca agctgggaac acgggagaaa tgctacttct gtctcattaa 1560 
actccatgcc ccgtcccatt ■ ctctggcaca gcctcctccc gtagggtcag cctcagactg 1620 
j£ caggccacat cctgggcctc ctatagggtc agcccgacct gccctgccaa cacctgcctt 1680 
ccctcctcta aactccaaaa gcatttccct tcatcagatc attgaggcac aaagtccagc 1740 
fn aaggctggag ctgctaacca cctgctgggt gtgcgtcagc tcctccccgc gcggcgagcc 1800 
atgggaaggc cacagcctct tctctggacc acccagggct ctgaggcatc tgaagccccc 1860 
gtcccagccc aggccagtac aatctcaatc taaggagcca gtcttccgta gtctaagcac 1920 
cgggctggaa gggaggccat gcgtaggtaa gcggtgccac cccaggctca ggagctgagc 1980 
gccagctccc gccagcagga attgcacgcg cctggcccag ggctgccact ctggctgcaa 2040 
actcagtttc tgtgacttca gtccctctct ggtgtctgta ttccattagc ctggcctctt 2100 
ccctgatgca tcccaagaca gatgctgcct tgctctcgcc tgtcccttct caacaaacga 2160 
ggggctgctt ctacccttgt ctggacttct gaatattact gacccctgtg ggctaccctc 2220 
tgtagagaaa tccagctgat ccctcctacc cggtgaccag aatctactgc gtcctgcgga 2280 
tacaggggcc atcctccaga caatctctgt tgtcagcgcc agaagccgga acaggtcccc 2340 
cagcacctcc cctgcctcgg tgagcagcgt gtgggtctgg ccctggcctc tgcctgcacg 24 00 
ccgcatgttt gaccacacag gcacctgcct cggggttacc agcaatgttt ccaagcccca 24 60 
agaaacactg tgagataacc cactcttact aaataaaatg acagccttgg tgagcaatag 2520 
gtcctttggg caaagcagaa tgaaatctcc agtctctaat acaaacatgc accctgggca 2580 
gtcacccaca cccttcatac cggcgttcac ttcaatagcc gctcgaaggt cttttctttc 2640 
cttgcggagc tgggccagcc tattccgcag ggcctctttc ctcttcagca gctcctcctc 2700 
tttggtctgt agccgcttgg catctgcttc tacccggttc ttgccatact tgtactgggc 2760 
agcatcttga gaagaaaaaa aagcagcaat taaaaattag gtttactagc ctgggaaata 2820 
tgggacgatc ccttctccac aaaaaataca aaattagcca ggcatggcgg cacatgccta 2880 
tagtcccagc tactcaggaa gctgaggtgg gagaatcgct tgagcttggg agcttgaggc 2940 
tgcagtgagc tgtgatcctg ccactgtgct ccagcctgga tgacagtgag accccgtgtc 3000 
aaaaaaaaat taggtttatt caagcagata atggggtaac tcaaaaagcc tgttgaatca 3060 
gccaactcag taaacaaaca caaagcatta ttttgctaat tcaacaagaa aaggacaggg 3120 
ctggtatgaa ccaagcagaa aagtgactag ttcaaattct ccaatattct ttgaatcaaa 3180 
ttcttaaaaa cgaaaacaga atattaggaa attcctttaa ttcacttccc tttgaggcac 3240 
acggcttata attaatctgc aacaaggtgg agaatgaaca ttctataatc ggaaaagaca 3300 
ggagtaatat caaaaataat gtctgaaatt tgcttccttc tctacgtctt caaatccttc 3360 
cctaacaccg cagtatctgt tccttatggc catgtcatct gactggctct gaattgctgc 3420 
tacaccccca gcactgagat tagcacccgg cacggagtgt ggcacaataa atgcttgttt 3480 
agtgaataaa tgaacaacgg atacatgaag aggcaaccag gagcggtatc tggagcctga 3540 
ctgtctagga aggagtccca gcttacactt gtagctgcat gacctggaac agggcacgaa 3600 
tccctctgtg cctcagtttc cctcatccgt gaaatgggga tagtaagagc aggcaattca 3660 
ctgagtggtt acgaggatta aatatttata aagcacttag aacaaacaca aatgggcaac 3720 
acataaatgc ttatttcata aaatgaataa atgaagagga aactagctgt agggaaaatt 3780 
tacagacttg gcaacttcac atcaccagtg aaaacagctt tcaaaacctg accccatgct 3840 
ctctcctatt atgttggctt ttcaataaca- gtaatttagg acaacacctc tttgttaaga 3900 
cacatggaag agatgaaggt tctaacaaaa ctcggatgga ggatcaccga tttcaaagct 3960 
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tccgtggtct cccagtcgct tctaacaatc 
cctgactgca caccccaagt gtctgactcc 
agccacaggg gtggcataat gattaagaat 
aacccacact ccaccctccc ttgctccatg 
cttcaccctc tctaaagcag aacgagaagg 
gcgtgtgcat gcgtgtttta aattagaacg 
acgacgcctg atgtagtgga cattcactga 
cccagagcct tgtccactca gggacagcag 
tggatttgcc aattcttgca acgtaagtta 
aaggcataaa aagtgatcac tccccagtca 
atgacagcaa aagcgtcggc agcctgagga 
aggatcgctg tttgcagcta aggttaacaa 
tctactcgct tatttctaaa ctaagctgtt 
aatttccaca tcttttggtc cccatgtaat 
tggattcaag caaaaacacg gaatgccatt 
ccacagttaa taaaaactcc ctacagaaca 
gaaataaagt cagcacaggt actgacagag 
ctccgatttt gcttgtaaca aagctttcca 
cctcctcaaa gaaacaacac taaaagaggt 
ataagatttg ccagataagg tcaaaggaag 
gaggatttgg cccaactggc tccaacctat 
ggtggagaaa agcctagatc agggatgtat 
ctgcggagcg atttcaagcc tcgttcacga 
ttcccctgtg tggatgctcc aactccaaaa 
cgtgtcggta tggcagcctc gctcttcgac 
gctggcctca tcttcgttag cactgagact 
aaatctcagg tgcaaatccc aagtggcgat 
. cacctaactc ccaccttctt tctctgggaa 
gagcccatca cctgtaaatc cccacactgc 
ggtccgctgg accactttgg tgtatctttg 
tggctccctg attagacatc caacataatg 
atgacatatc gccctagctg gatctactac 
aggctgagtg tctcatgtct taatgcttct 
gtctgaaggc ctggcaccca ctctggctct 
ctgcttactc tcttggtgat tcttttctca 
tgcttacaaa gtggctgtgg gaagtaaacc 
acaggcaccg caggataacc attcctcaga 
ccgtgtatta cctcagctat tccaaccgca 
acagataaag atgctgagtt tagagtctgc 
agctgaggtc tcctgacctg gagcccaggg 
caactgcctc ctattttaaa atgctgagtc 
ttcaatttac aagcagtcag aaaagctggg 
gatgaggaag gatgacggtg cccaccgctc 
cacgggtggg caggctcaga caggcccagc 
agacatccga tggtatactt actcgaaccc 
ttctttggct gactgctcag agtcttccct 
ggctttttac ccttgagctg ttgaaataaa 
tcaaaaaaaa aaaaaaaaa 

<210> 1884 

<211> 91 

<212> PRT 

<213> Homo sapiens 



actcacgcct gaaggcaact cccaggcctt 4020 
ctcacaaggc tagaaactac ttcaggtaga 4080 
aaaaacactg gactcagaga ggtggctaga 4140 
actctgcaag caacctccgg agaagctcag 4200 
aatcctgtgt gtgtgtatgt gtgtgtgcgt 4260 
ttatatctga aaaaaatcta acaaaatgat 4320 
caattcttac catatcagcg ataagtgatt 4380 
ggagccattt ctagcacctg tcctaaatgc 4440 
tcatgatttc aatgaaatac tgcatttatg 4500 
attttcccct aatcaaaaga accacataga 4560 
gaggcgaagc attcgacaat ctgaaacaaa 4 620 
catatttggc aaacagggcc aagtccaaac 4680 
tccccaatga actcaatgca atcacctata 4740 
aaatcccatc taatctataa tgcaaccggc 4800 
atttttctct tttgtcacca ttagacgtca 4860 
tcccataaaa taaaggaata aatcatctag 4 920 
aaacaccatg gcgattgaga ctccgtggga 4 980 
ggtgtgagct gctcctctcc cccatctgcc 5040 
gaaagtaaat acacctgata cattcaggaa 5100 
ttagtacatt aaacaaatgg tggtaggagg 5160 
ctggtcaaca cgtatgttgg gtagaacaga 5220 
acgcttcctt ggggcagacg cagcctggcc 5280 
acatggccaa ggacactgcc agcctcttca 5340 
gtggaaccac agggcaaatg aatgtcggca 5400 
agctggtgtg ggggttacca cctggggcta 54 60 
ggtctaccag ttgcacagat tcagatttga 5520 
ggcatgtaac cacatcaaac tcaacatctg 5580 
atcttcctgg acatgcccag atggactcag 5640 
agccctgcca cttgcttgtc tgcatgtgtg 5700 
agccccttga gtgaaaaaat gctgcctggc 5760 
aggactaaca ccaatacaaa cacttaagag 5820 
agggaaggga agagggtgct gggtccaggc 5880 
ctgcccaatc tatttccggc tggatgtgga 5940 
gtgatttacc agctgtgagc cttgggggag 6000 
tttctatgat ggggtagagg ataatgccta 6060 
ggatgggata agaatggctt gctgtggacc 6120 
actcctcata ctgctctagt gcttggaggt 6180 
ccaaccacgg gagccacgtg tctacgtctg 6240 
aaggcttgac aaccacagat cagggacagg 6300 
ccacccggag ctgcaagaaa cctgcactca 6360 
gatcccacag gtggcaaacc agttctgggc 6420 
ttgaaatcgc cactgtcctt ctatgtggct 6480 
catctctcca gctgacccca agctggcact 6540 
tccaccaagt gcacttgaag ccggaatgca 6600 
gtccttttca caacagccgc gggatccgct 6660 
tttcctgtga ccccattaga cgccacgggg 6720 
catataagaa cattaaaaat aaacacaaag 6780 

6799 
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<400> 1884 

Met Thr Glu Glu 

Pro His Phe Val 
20 

He Ser Val Ser 
35 

Phe Val Ser Thr 
50 

Gin Lys Arg His 
65 

Gly Lys Thr Gin 



Glu Pro Gly Thr 
5 

Leu Phe Asp Ser 

Pro Ala Pro Gly 
40 

Gly Ser Thr Glu 
55 

Glu Asp Trp He 
70 

Thr Gin His Phe 
85 



Gly Met Thr His 
10 

Lys Arg Thr Gin 
25 

Leu Thr Leu Arg 

Leu Ala Ser Asn 
60 

Cys Ser Lys Gin 
75 

His Ser Phe 
90 



Met Gly Arg Gly 
15 

Thr Ala Ser Phe 
30 

His Val Arg Arg 
45 

His Asp Leu Val 

He Val Gin Arg 
80 



<210> 1885 
<211> 56 
<212> PRT 

<213> Homo sapiens 
<400> 1885 

Met Thr Trp Phe Arg Arg Asp Thr 
5 

Leu Cys Lys Gly Glu Arg His Arg 
20 

He Ser Ala Arg Gly Glu Lys Ala 
35 40 
Met Lys Val Ser Asp Ala Asn Thr 
50 55 



Arg Thr Gly Ser Val Leu Asn Arg 

10 15 
Leu Ser He Ser Thr Ala Phe Asn 

25 30 
Cys Gin Glu His Arg Pro Arg Pro 
45 



<210> 1886 
<211> 56 
<212> PRT 

<213> Homo sapiens 
<400> 1886 

Met Leu Thr His Glu Leu Ser Ser 
5 

Ala Ser Tyr Ala Pro Glu Pro Leu 
20 

Pro Arg Pro Arg Lys Ala Ala Pro 
35 40 
Thr His Leu Trp Thr Arg Cys Pro 
50 55 



Ala Gly His Thr Lys Gly Pro Gin 

10 15 
His lie Leu Ser Gly Cys Thr Gly 

25 30 
Ala Ser Glu Val Ser Gin Lys Asp 
45 



<210> 1887 
<211> 100 
<212> PRT 

<213> Homo sapiens 



<400> 1887 

Met Ala Ser Pro Arg Val Thr Pro Pro Ala Ser Ala Phe Phe Arg Leu 
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5 io is 

Ser Leu Thr Ser Val Ser Ser Ser Ser Arg Leu Thr Arg Ser Ala Ser 

20 25 30 

Phe Cys Arg His Ser Ser Ser Ser Cys Phe Ser Phe Ser Ser Arg lie 

35 40 45 

Ala Cys Gly Phe Leu Pro Gly He Pro Arg Asn Ala Val Thr Pro Ala 

50 55 60 

Ala Gly Thr Gly Ser Pro Asn Asn Arg Glu Gly Thr Trp Ser Pro Arg 
65 70 75 80 

Arg Thr Ser Thr Lys Arg Leu Arg Ser Ser Ser Pro Asp Leu Gly Pro 
85 90 95 

Arg Cys Glu Thr 
100 



<210> 1888 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<400> 1888 

Met Arg Thr Pro He Pro Arg Gly Glu Arg Thr Cys Ala Gin Gly Leu 

Gly Arg Trp Trp Pro Ala Gly Glu Val Leu Phe Phe Lys Ala Lys Ser 

20 25 30 

Thr Pro Gly Pro Pro Ala Ser Ser Leu Ser Cys Lys Leu Gly Thr Arg 

35 40 45 

Glu Lys Cys Tyr Phe Cys Leu He Lys Leu His Ala Pro Ser His Ser 

50 55 60 

Leu Ala Gin Pro Pro Pro Val Gly Ser Ala Ser Asp Cys Arg Pro His 
65 70 75 80 

Pro Gly Pro Pro He Gly Ser Ala Arg Pro Ala Leu Pro Thr Pro Ala 

85 90 95 

Phe Pro Pro Leu Asn Ser Lys Ser He Ser Leu His Gin He He Glu 

100 105 HO 

Ala Gin Ser Pro Ala Arg Leu Glu Leu Leu Thr Thr Cys Trp Val Cys 

115 120 125 

Val Ser Ser Ser Pro Arg Gly Glu Pro Trp Glu Gly His Ser Leu Phe 

130 135 14Q 

Ser Gly Pro Pro Arg Ala Leu Arg His Leu Lys Pro Pro Ser Gin Pro 
145 150 155 160 

Arg Pro Val Gin Ser Gin Ser Lys Glu Pro Val Phe Arg Ser Leu Ser 

165 170 175 

Thr Gly Leu Glu Gly Arg Pro Cys Val Gly Lys Arg Cys His Pro Arg 
180 185 190 

Leu Arg Ser 
195 



<210> 1889 
<211> 90 
<212> PRT 

<213> Homo sapiens 
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<400> 1889 

Met Thr Ala Leu Val Ser Asn Arg 
5 

Ser Pro Val Ser Asn Thr Asn Met 
20 

Phe lie Pro Ala Phe Thr Ser He 
35 40 
Leu Arg Ser Trp Ala Ser Leu Phe 

50 55 
Ser Ser Ser Ser Leu Val Cys Ser 

65 70 
Phe Leu Pro Tyr Leu Tyr Trp Ala 
85 



Ser Phe Gly Gin Ser Arg Met Lys 

10 15 
His Pro Gly Gin Ser Pro Thr Pro 

25 30 
Ala Ala Arg Arg Ser Phe Leu Ser 
45 

Arg Arg Ala Ser Phe Leu Phe Ser 
60 

Arg Leu Ala Ser Ala Ser Thr Arg 
75 80 

Ala Ser 
90 



<210> 1890 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1890 

Met Val Val Gly Gly Arg He Trp 
5 

Ser Thr Arg Met Leu Gly Arg Thr 
20 

Gly Cys He Arg Phe Leu Gly Ala 
35 40 
He Ser Ser Leu Val His Glu His 

50 55 
His Ser Pro Val Trp Met Leu Gin 

65 70 
Asn Glu Cys Arg His Val Ser Val 
85 

Gly Val Gly Val Thr Thr Trp Gly 
100 



Pro Asn Trp Leu Gin Pro He Trp 

10 15 
Glu Val Glu Lys Ser Leu Asp Gin 

25 30 
Asp Ala Ala Trp Pro Cys Gly Ala 
45 

Gly Gin Gly His Cys Gin Pro Leu 
60 

Leu Gin Lys Trp Asn His Arg Ala 
75 80 
Trp Gin Pro Arg Ser Ser Thr Ala 
90 95 



<210> 1891 

<211> 1450 

<212> DNA 

<213> Homo sapiens 

<400> 1891 

gttggtgctc agagtgtggt caggcggctc 
gattgtgcag aatacactgc ctgtcgcttg 
ccaggtgaaa gaactggaga agcgtgcctc 
tcggtcaaaa gaatctgttc cagaattccc 
cctggaggaa attcagaaga aattagaagc 
tgaggtcttg aagcagctgg ctgagaaacg 
aatagaagag aacaacaact tcagtaaaat 
agctaataaa gagaaccgag aggcacaaat 
ggataagcac attgaagaag tgcggaagaa 
tgaagctgac taatttgttc tgagaactga 
aagactgtac tggccagtgt cattttattt 



ggactgagca ggactttcct tatcccagtt 60 
tcttctattc accatggctt cttctgatat 120 
aggccaggct tttgagctga ttctcagccc 180 
cctttcccct ccaaagaaga aggatctttc 240 
tgcagaagaa agacgcaagt cccatgaagc 300 
agagcacgag aaagaagtgc ttcagaaggc 360 
ggcagaagag aaactgaccc acaaaatgga 420 
ggctgccaaa ctggaacgtt tgcgagagaa 4 80 
caaagaatcc aaagaccctg ctgacgagac 540 
ctttctcccc atccccttcc taaatatcca 600 
tttccctcct gacaaatatt ttagaagcta 660 
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atgtaggact gtataggtag atccagatcc 
ggggagaaac tgaaagtgtt ttactctttt 
tttttcttgt tgcatctttt ctacttcagt 
ctgtattggc tctgtgaaaa catatttgtg 
gttagatgct gaatatctgt tcacttttca 
ctactggact tgaatggtta ataaaactgc 
gagttaggtt aataaatcaa gccatagagc 
gcctttgggg ctggtagaaa tacccaacgc 
cttgccccag tgtggtttgc attgtctcct 
agcccaggtc agctgttact ttctttcaga 
tgtgtccctt ttaaaaggca gattaaaagc 
agaatctcaa gattctactt ggtggtttgc 
catccttcct gccataaaag ctatgacacg 
ctgctgtagc 



agactgtaag atgttgtttt aggggctaaa 720 
tctaaagtgt tggtctttct aatgtagcta 780 
acacttggtg tactgggtta atggctagta 84 0 
aaaagagtat gtagtggctt cttttgaact 900 
atcccaattc tgtcccaatc ttaccagatg 960 
acagtgctgt tggtggcagt gacttctttt 1020 
ccctcctggt tgatacttgt tccagatggg 1080 
acaaatgacc gcacgttctc tgccccgttt 1140 
tccacaatga ctgctttgtt tggatgcctc 1200 
tgtttatttg caaacaacca ttttttgttc 1260 
acaagcgtgt ttctagagaa cagttgagag 1320 
ttgctctacg ttacaggtgg ggcatgtcct 1380 
agaatcagaa tattaataaa actttatgta 1440 

1450 



<210> 1892 

<211> 599 

<212> DNA 

<213> Homo sapiens 

<400> 1892 

gggtcgaggt cgacgggtat cgataagttt 
catttcctag aagttactct aagaatttcc 
ctttctcatc cttcaaggcc ctgtttggta 
gcagccctct ctggggtctc tctaccactt 
actgttttgt ggcactgtcc cattctctga 
agcatggctg tgaaatccta aaggttcaaa 
aaatggctag cacgggaaag ggcccaaagt 
ttaaataccc caggaagcat tgtgagttac 
caagctgatt aaagagtgat actaggaaaa 
ctggttcaga agatgctgag ttttaaagtc 



tttttttttt tttttttaaa ggagcaatga 60 
ctagagggtc gggtatcatc tcagccagat 120 
cagcttgcta ggaagctgtt ccagactgca 180 
cccaggcact cagaacttgt gcctcagtag 240 
ttctccatgt gagctggttt tatcccatcc 300 
ccccagccac tcttcaccta tatttccccc 360 
aggtgctcag tgctgatgag agagtagaat 420 
tacggaggcc atgaaatgct gccacctccc 480 
taggtaggga agggctaatc agaaatgcct 540 
cagagagcca aagaaaaaaa aaaaaaaaa 599 



<210> 1893 

<211> 8372 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . . () 

<223> n = A,T,C or G 

<400> 1893 

aagcttggtg ccatctattt tggactatgc 
aggcaaaagt ataataatgg caaactctac 
ttgatgctga cgggagtgag agtaatggcc 
cctggtctgc caccctcctc gagtagcatt 
gcacaacaac aaagagaagt tgctaaggac 
tggaacagcc ctgggcttac tccaatggct 
gctctgcagc tgcacttggg ggtggacagt 
gaaagccagc caactgctgc ccaaaatcac 
ccctgcccgg agccaagaag acaggctggt 



cttgcataca gctttatggg aacatttgtc 60 
gccttttatt ttaaattaga ttggtgtgat 120 
ttatcctgct gcaggctgtg ctgaggatgg 180 
ttgcatgtgt aacagggtct cccctctggg 240 
aagaagcagg tgcggaaatg catctcccat 300 
gagagaggtg ctatggccag tcctcccaga 360 
ctcgtgcttg tcctgcgtga taacggccgt 420 
ccagccgatt gggggtttcc catcggcgca 480 
gctgctgtat ttgtatttat atccattgct 540 
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gcgctctgcg ttctcgtggc acgcctggac actcctccgc ctccccctcc tcttcctcct 600 
ccagggccac ctccccgcct tccccacccc catctgcttc tgtcaaatga gaaagtcacc 660 
gaggagaacc caaacactcc agccgctgag agcccccttt ggcacttggc agcacgcggc 720 
ggcgggctcc tcggctcaac ttcgaggagt ctccgcgacg caacttttgg ggacgctttg 780 
catttaagag agaacgaccg aggaggagga gcgctctgcc cggccgccgc tacctgcggg 840 
gagctcacca gcaaacgcca ctgcagacga aggacccaaa gaacgtaaag ggcaaactgc 900 
cgccgcgggg agggggcacc gccgagaagt tagagtgtcc cagagacaac ctgctcgagc 960 
gctcggccgg agacactaag gcggcccggg gcgcggcgtg gccctggctg gtcccccagc 1020 
cccctcctcc ggggcgggag cgacgccggg gcgcgacgag ccccggccgg ccgagcgggt 1080 
ctccgcgggc agccaacatt gatttcctcc gggccgaggg cgagggcccg ggcggcggcg 1140 
ggctgcagcc gcggcagggc gagagcatgt ccaagccggt ggaccacgtc aagcggccca 1200 
tgaacgcctt catggtgtgg tcgcgggctc agcggcgcaa gatggcccag gagaacccca 1260 
agatgcacaa ctcggagatc agcaagcgct tgggcgccga gtggaaactg ctcacagagt 1320 
cggagaagcg gccgttcatc gacgaggcca agcgtctacg cgccatgcac atgaaggagc 1380 
accccgacta caagtaccgg ccgcggcgca agcccaagac gctcctcaag aaggacaagt 1440 
tcgccttccc ggtgccctac ggcctgggcg gcgtggcgga cgccgagcac cctgcgctca 1500 
aggcgggcgc cgggctgcac gcgggggcgg gcggcggcct ggtgcctgag tcgctgctcg 1560 
ccaatcccga gaaggcggcc gcggccgccg ccgctgccgc cgcacgcgtc ttcttcccgc 1620 
agtcggccgc tgccgccgcc gctgccgccg ccgccgccgc cgcgggcagc ccctactcgc 1680 
tgctcgacct gggctccaaa atggcagaga tctcgtcgtc ctcgtccggc ctcccgtacg 1740 
cgtcgtcgct gggctacccg accgcgggcg cgggcgcctt ccacggcgcg gcggcggcgg 1800 
ctgcagcggc ggccgccgcc gccggggggc acacgcactc gcaccccagc ccgggcaacc 1860 
cgggctacat gatcccgtgc aactgcagcg cgtggcccag ccccgggctg cagccgccgc 1920 
tcgcctacat cctgctgccg ggcatgggca agccccagct ggacccctac cccgcggcct 1980 
acgctgccgc gctatgaccc cgcggggccg cctcgcgagg accggtgtgc acacgtgtac 2040 
atatgtatag gtacgagcgc tgcggcctcc ccgtgcgccc tcccgcgacc gggggcccgg 2100 
tttgtatgta catagaatgt ataggtgcca ggtagaggca gagaggccag gcggggcagg 2160 
agtggccaag cgcgcaaggg cgcgggcgag caggcctgtg aattcgcagg atcatttcag 2220 
acccgcactt cggcagccaa ctcgaaagca ggcggttgtg tgcggcagca gttggcgttt 2280 
gctttgcact tcggaacctg ttgcgttttg acccacggag gtggaggagt aactttttga 2340 
catgttggcc tttccagttt tgttggaagt ttcatggtcg gttttgtttt tgtttctcat 2400 
tcttcttcct cgcccctcag ccccccaacc cccaaccccc tcccggtccg tgttgcatgc 2460 
acgctgttca aatgtgaggt ctgaaatggc tggcacacgg gaaaagctgc ttgtgtcatt 2520 
cgtttctggg agtgggatgg ctctgagcag cctcgcctcc ctgtttgtac tatttgaact 2580 
ttgcagatct ctgttctctc aagcagaact cccaaccaga tccattcttg accagtgacc 2640 
ggctcgaatc tggccttttg tgtgagatga tcacggnttc ttttgtttat cacgccattt 2700 
gcaaatcaga gcaagagctc tttctcaagg gcaagaaacg caaacaagaa atatttgtga 2760 
gatgaaagtt gtcaattgga ttttcttcct aaacaaacaa caacaacaaa ctactagaag 2820 
tctccctgag tccactcgct tggatttctg acacagttta caaaaaagga aaaaggcact 2880 
gctcctattt tcccttatgg ctgagttcac cttaagattg taaatgtgta tatgtcagtg 2940 
aaaacattga ggcttggaaa atgtgttatt ttcgttgccc taagtttgag tcgactttag 3000 
actcaaaaac attttgagcg aatatcaaag ttaactttta aaaattgcga aactatttca 3060 
gaatcgcaat tttatcgaag attaaatcag acttttttgt ctggtaatta tatatttatt 3120 
atttagcaaa actgaagaaa aaaagcacag aattgtttca acagatgtct ctcattttca 3180 
gctagcattt ctctcccaag ttgagctggt ttaatgtgtt ttggatttcc ctcctcaatt 3240 
ggcttatttt ttagatcacc tgcaattcat ttgcaaattg caataaaaca cattttagaa 3300 
aaaaggaacc ttcaattatt agctttgttt ctttttaaat gtatatattt tgactaatgt 3360 
ttgtgaatga agttggctaa catgtattta gtttcatttt ggctttatgt aatataaagt 3420 
ttttaaaatt ttaaatatgg ttttaacctt tatgtgtaaa tgattttcta gtgtgacctt 3480 
ctaatttaat attagacgtc taaggtatat ctgtaaatta gaatccgact atcactctgt 3540 
tcattttttt tgaacaaaga gtttaaataa agcctgaacc agggaaaaga aaaatcttct 3600 
atttcttgtt gagttcctaa caagattttt atctgaattg cccttacgtg cctggtccag 3660 
gtgaagtgta aggtatcctc caaaggcacc ctttgtttca cttttgaata gatttactag 3720 
gaaatctaaa tcaagccatt gttattcaga gccaaaaacc tgatttatca catttttaat 3780 
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fad-- 



y 3 



cgtgaatagg aaagaagatt tttaaaaagc ccaagtcgtt gtattagctt taacaacaac 384 0 
aaaaaaaagg cattcatgaa ccagtagaac agagcccatt gaaaacatcc agacctttca 3900 
aagcatttca ccagtttcta gtaacatttt aagaggggaa agttgcttga ccactttatc 3960 
ttgttagttg aagagcccca ccacttaaat cagtgtaatt tgttctccta tctttggggt 4020 
attccttgtt gacaccttaa ggttttattt ggaaggataa tcactactaa cgacaaagta 4080 
caaattttgg cctctttagg acttaatttt gttatgctaa tcgcattaaa gtagaagtat 4140 
aacattcaaa tggagagggt tggatttcta gggctagaca aattgctact aaagtttgaa 4200 
aaatcataaa ggattttaat tttagacaag aaatagaaga ctgtcagaaa aaaaaaaata 4260 
ggaagatctc gcccccccgc aaccaaaatg gaaattctca agatactata tacaagtctt 4320 
aaaccagttt ccccattgag accatctctg gagctgcacg tctttataaa cgacccaagt 4380 
ctttaaagtc attgttttcc cccaacggaa taatatttta aaaaccatga aaagttttgg 4440 
aaatgtgaga aataggctct gctggtttga ccctgattca ctaattaaaa tgatccctct 4500 
cctgttattc cctgagctct ttgcaatatt ataagttaat tcatatggtt ctgagcgatt 4560 
atgcaaaact aatttggact gtccaggggt aattatccct gacacggtta attaaatcct 4 620 
ttcaaggctt cgtctttccc ttttgtagca gcccatccct tctcaacacg gaacttctgc 4680 
ggctcgctgg aaatcacccc agccctaaat cttagttacc accctgagcc ttccagctcg 4740 
_ gccgcctcct cggcctgaag actccccgcc tcctcccgcc ccctcccctt ttcccaaaga 4800 
jpp tcagcgtttt ctgggagaaa cgctccggag ttgttgatga atgagaagag gactggaaag 4860 
fU atgggtaaga ggaggggtga ggatgccgag ggggagcacc gaggtcatat cgccaacaga 4 920 
gi ttgtgcggct gtttgaggac ctccacaggc cccacagact cgtttatcac ccattctgac 4 980 
J ■ tccaatggtc ttgctaacaa gttggcgggt tttgcgcctg cagagagcct cctgccaagt 5040 
tagactgtgc agaagtaagg ggttggagcg gggggagcgg ctccggggca agagggcgta 5100 
*** gagaaaggcc cggggnnggg nggtgtaagc gtctgaaagt ggcccacaaa tgcagcgctg 5160 
tgattgggca gagagctgct gctggctcgc gatctctatc tccatctctt tatctatctc 5220 
U cgtctctctc cctgtttctc catttttctt tctttccttc tctctccttc cttccttcca 5280 
yj tctttcttct ttcccttcct tttattcttc tattttcgtt tcttttcaag gtttttttta 5340 
O aagccatgat gcaatttctt tggtattcac cgttgtccca aaacttgaag caagcctcgt 5400 
atccaagggg ccaggcatgt tgcttcgggc tttgtgcaaa caggtggaat tgcgctgtgt 54 60 
aagcagtaag aactggtgct ggggagctgt cgcgcgaggg ggtggctttg ggagagcagg 5520 
gttgctggcc gcgattgtta cttcccttga caatttcctc ctccccctcc cccaagaaga 5580 
taggagaaag caccgcggat ctccctctca ccccaggctc ggggcgcaga agatggagag 564 0 
aagattccac tctccccgga gcagataggg acggtcgcgc cagccaatca gagcgcggct 5700 
cggcgccggc gctcccggcc gcctgggccg ccgtgtcctc caggcaagcg aagttcccgc 5760 
aactcgtccg cctcgagggt ccgcgtcttt cttgcgcccg cggcccagcg gaggccgagg 5820 
gagccgtcca aactttatta atctctcctc ctttctttct ccctcagccc agtgcatctc 5880 
aaaggtcagc cctcttcttt taaaagactg atattattaa tgcactgaca attcctcccc 5940 
cccttttctt ttttctctct tgcagggggg aaaaaaaggg aaatggtgaa aagagctttt 6000 
tttatccttt tttttttttt gtccttcagt gggagcgttt agacagtcga ggaggttttg 6060 
tccgagaaca aaacgcaggg ttgggaggtt ttgtgagagt gttgtttgtt gaagtggagc 6120 
taagaaaaag cggcggcttt ctcctcattg tgaagaaacc aatcagtggt atttggaaaa 6180 
ctgttagcat tgtgcacttc ttctgtgtcc attgtgaggc gtttcttttc acaaggtttt 6240 
tttttcagcc gatccagctg gccggaatga atagcggtgc aatgtgtaca cgctttgtcc 6300 
ctccggcctt caagtagccc ccattgaata gactaagttg acctgcgtga cagtgaaaca 6360 
acataataaa aaatacatga gcccctgaat aggagcaggc gcataaataa ataaaatggg 6420 
tgaccaaaac tggataaact gaatgacaaa acggtgaaag gggaacaaaa agatatttaa 6480 
cacgctagat tagcattaga atgcgatcta caaggcagaa caattgatga ataggtttac 6540 
cggccaagaa agaaatggac taaatgccct ttgaatagat atgctttttg caagggcttt 6600 
gaatagatat gcttttgcaa gggctgaatg ggaaaaggta aagatgaagc tatgcaaatg 6660 
agccggggaa ctttttatat atattcttta aacacacaca cacactgcgg ggggaagagt 6720 
gctgcctcgg gatgtttata gaagcaataa ttgccattat tagcattgtc tgcggcagat 6780 
agaaattgaa caggttggga taatataggg tagcagtaat tattcttcta attaatggtc 6840 
ctttgctact tgaaaaaaga aaaaaggaaa gaagtagtaa aagttatgca gaagttatgt 6900 
ttccttgtgt ccatttgccc agcgctggaa tctgtggagc aggaagcctg gcaattccaa 6960 
gatacgcgat gatcytcaaa cattcccggg agccagtcct gaggctctgg cttcagggcc 7020 
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tagtttccat ttatgccgcg tttttgagag 
ctcactgaat agtcgtggta tgaatgaatg 
agtttaatgg gggaaacccg ggcctcctaa 
cttccccagg aggatttctt ttttcatcat 
tggtcgcttc ccccttgctg agagttttgc 
gagaagaata aacaagagac aagcaactac 
ctgccaaatc cactccaaag ccgaggatgg 
gcccaccccc ttaaagaatt acgatatatt 
tggctcctgc ccctttcccc tcccggctcc 
aacctcctgt cccccacgag gcaaggcgcg 
tccctgcgct gccctggagg cgtccataga 
tattttcgat ggttgctcgc caggctgcgg 
cagtcgttat cagcgctgct cctaacttaa 
tgacacgtcc ctgcgaatgc gccggggctg 
ggacggccgg agggaatgaa gctctgaatt 
ctcaaagcaa tgttcttttt tttttctttt 
ggggccggcc gcacggaagc cttgcatatt 
agcttcactt aaaacatgca aattcttgaa 
tctatctgaa taaatccaaa tccattggga 
tttggggtga gggatatttg tggggaggca 
ggtgtctctg ggccttcgac gatagcctta 
agcaagctca gttgctctac ttttgtgacc 
gcctccgggc cactgcccct ctctgcaagc 



tctaatactg tgtctggcac atggtaggtg 7080 
aacgaatgaa tgaatgaatg aatgaatata 7140 
taaaggtagg ggctggggga tacctagggg 7200 
cccacccctg ggagaaaggt ccacgcagga 7260 
cttcagccta tctgggccgc tggaaaagag 7320 
tcccctaccg gcgttccgtc cttgtcctca 7380 
tgagactgtg aagttgcaaa gaaacacaga 7440 
taaagtttgc ctctttcagg tttctctcct 7500 
ttgtccttga ctgaacctca tgggacagag 7560 
aacccgcaga gatctggggt gccctttggt 7 620 
ggcctttgcc gccaaggaca gcaattgttt 7680 
gtcgcgggcc cacccagccg tcgaactttc 774 0 
tggaataatg caaattatag cctgcccagc 7800 
agctctggcc agccgctctc tcgacgtcct 78 60 
gtgacaaaag tggggggggc accccaaatt 7920 
ttcttaagca attgagcctt accaaatgtc 7980 
ttaaagtgta acctgagcct tcgcggtttc 8040 
attgaaaaat ctgaaaaact tccgaagagt 8100 
gtcgctttga ggagacaaaa cgcacagcga 8160 
ggacgtgctg gattgggttt ccagggtcaa 8220 
gcgcagagca gggaagtggc accgctaggc 8280 
catcccccca ccccccccac cgccaccctt 8340 
tt 8372 



<210> 1894 

<211> 6942 

<212> DNA 

<213> Homo sapiens 



<400> 1894 

ggcatggaac ctaaagacta gaggcggttg 
agtgttcctc tttagtttct tcaattgcag 
ggaaagacag tggttcctga ctcaggaaga 
gctgctaaca aatgatgata ccggaagtgg 
tggaactgct ttatatcaag tagatttgct 
aaatccaaag atacaggcat gcagcttaag 
agtgatattg cttgacagta tttgtagatc 
agtggatgta gttggccttt gtcaagaagg 
caacctacat cttattcatg taacatcaaa 
gaaagctaac gatgaaaatc ggcggactta 
aaatgaaggt acctattata tgctacttct 
ccttcagctt ttaaaaattc aacaagcaat 
gttacaagga caaatcaagt ccagttttat 
tctcagtctt gtggctggag atttagcaag 
taattgtgca ttctcaaaat gggaaccaga 
ccttattgat gcagagatta ttaaaggtgc 
ttttgttctt gatactgata acgtgctgag 
atggaactgg ccctctcttc acgtagaaga 
ttcatcagtc acgtggcaag gaattacaaa 
taataagaag atgaaaaacc tcatggttta 
tttggaagta tctagtgttt cttctctggt 
ccttttagaa ggagtttgca aaaatgatcc 
agtactcaga tgtcttacgg aagctttacc 



tgtgagtcag gaagaggggc cagatatctg 60 
ataatatggt gtctaatttt atgttgttca 120 
cagtctcaga aacatgtgga atgatattga 180 
gtacctgagt gtcggttcaa gaaaagaaca 240 
agtgaagatc tcttctgaaa aggcctcatt 300 
tgatgggttt attattgtag ccgaccaatc 360 
acttcaattg catcttgtct ttgatactga 420 
aaagtttctt ttggttggcg agagaagtgg 480 
acaaacacta ctcactaatg catttgttca 540 
ccagaatctt gtcattgaga aggatggttc 600 
tacatacagt ggattttttt gtattacaaa 660 
tgagaatgta gacttcagta cagcaaaaaa 720 
ttctactgaa aattatcata ctcttggttg 780 
tgaagttcct gtgataattg ggggaaccgg 840 
ttcttccaag aaaggaatga cagttaagaa 900 
aaagaagttc cagctgatag acaatctact 960 
tttatgggat atttacactc taactcctgt 1020 
gtttcttctt actacagaag cagactctcc 1080 
tctcaaatta atagctctga cagcttcagc 1140 
ttcattacct acaatggaaa tactatattc 1200 
ccaaacagga attagcacag ataccatata 1260 
aaaattgtct gaagactcag tctctgtgtt 1320 
agaaaacaga ttgagtcggt tacttcacaa 1380 
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acacagattt gctgaagctg agagttttgc cattcagttt ggactagatg ttgagcttgt 1440 
ttacaaggtc aagtcaaatc atatattgga gaaactggca ttgagttctg tggatgccag 1500 
tgaacagacc gaatggcaac aacttgtaga cgacgctaag gaaaatctac ataagatcca 1560 
ggatgatgaa tttgtggtga attactgcct gaaagctcag tggataacct atgaaaccac 1620 
tcaagagatg ctgaattatg ccaaaaccag gcttttgaag aaagaagata aaactgctct 1680 
catttattct gatggcttga aagaggtgct aagagctcat gcaaaattga ctacttttta 1740 
tggagcattt ggaccagaaa aattcagtgg cagttcttgg attgaatttc taaataatga 1800 
agatgatctt aaagatattt ttttacagct aaaagaagga aaccttgttt gtgcacagta 1860 
tctttggctt cgacatcggg caaactttga aagcagattt gatgtgaaaa tgctggagag 1920 
cttgctcaac tcaatgtctg catcagtctc tttgcaaaag ctgtgtccat ggtttaaaaa 1980 
tgatgtgatt ccatttgtaa gaaggactgt gcctgaagga cagataattc ttgcaaaatg 2040 
gttggaacaa gcagccagga accttgaatt aactgataag gcaaattggc cagaaaatgg 2100 
acttcaattg gcagagatat tttttacagc agaaaaaaca gacgagttgg gattggcatc 2160 
ttcctggcat tggatttcct tgaaagatta tcagaacaca gaggaagtat gtcagctaag 2220 
gactttggta aataacttgc gagagttgat cacgttgcat aggaagtaca actgcaaatt 2280 
agccctctct gattttgaga aggaaaatac aaccaccata gtgttccgaa tgtttgataa 2340 
agtgctggcc ccagagctta ttccctccat cttagagaag tttataagag tttacatgag 2400 
agaacatgac ttgcaagagg aggaacttct cttgctgtac atagaggatt tactgaatag 2460 
atgcagctca aagtccacat cactctttga aacagcatgg gaagcaaagg ccatggcagt 2520 
aatagcgtgt ttatctgaca cggacctcat atttgatgcc gtgctcaaga tcatgtatgc 2580 
ggcagtggtt ccttggagtg cagctgtgga gcaactggtg aaacagcacc tggaaatgga 2640 
ccatcccaaa gtcaagttat tacaggaaag ttacaaacta atggagatga aaaaactttt 2700 
acgaggctat ggaataagag aggtaaatct cttaaacaag gaaataatga gagtggttag 2760 
atacattctc aaacaagatg tcccatcttc tttagaagat gctttaaagg tagcccaagc 2820 
gtttatgtta tctgatgatg agatctacag tctaagaatt attgacctga ttgatagaga 2880 
acagggtgaa gactgtctcc ttctgttgaa gtctttgcct cctgctgaag ctgagaaaac 2940 
tgcagaaaga gtcatcatat gggcacgact ggcattacaa gaagagccag atcattctaa 3000 
agagggcaag gcctggagaa tgtctgtagc gaagacatcc gtggacattc ttaagatact 3060 
atgtgacatt cagaaagaca atctgcagaa gaaggacgaa tgtgaagaaa tgttgaaact 3120 
atttaaagag gttgctagct tacaggagaa ctttgaggtc tttctttcat ttgaagatta 3180 
tagcaatagt tccctggtag cagatctccg tgagcagcac attaaagctc acgaagttgc 3240 
acaggcgaaa cacaaacctg ggagcacccc agagcccata gctgctgagg tgaggagccc 3300 
aagcatggaa tcaaagctgc acagacaggc actggccctg cagatgtcca aacaagagct 3360 
ggaggcagag ctgaccttga gagccttaaa agatgggaac atcaaaacag cactgaaaaa 3420 
atgcagcgac ttgtttaagt atcactgcaa tgctgacact gggaaattgc tatttctgac 3480 
atgtcagaag ctttgtcaga tgttggctga taatgtccca gtgacagtgc ctgtgggact 3540 
gaatcttcct tccatgatac atgatctagc aagccaagct gccaccattt gcagtccaga 3600 
ttttttacta gatgctttag aactatgtaa acatacttta atggctgtag agctttccag 3660 
acaatgccaa atggatgact gtggaatcct catgaaagct tcttttggga cacataaaga 3720 
tccatatgaa gagtggtctt acagtgactt cttcagtgaa gatggaattg ttcttgagtc 3780 
acagatggtg cttccagtga tttatgaact gatttcatct cttgtgcctc tagctgaaag 3840 
caagagatat cccttggagt ctaccagttt gccatactgc tcccttaatg aaggagatgg 3900 
ccttgtttta cctgttataa attccatctc tgccctgctt cagaatcttc aggaatctag 3960 
ccagtgggag ctagccctaa gatttgtggt tggttcattt ggtacctgtc ttcagcactc 4020 
tgtgtcaaac ttcatgaatg ccactttgag tgaaaagtta tttggagaga ctacattagt 4080 
taaatcaagg catgttgtta tggaattgaa agaaaaagct gttatattta tcagggaaaa 4140 
tgctacaaca ctactgcaca aagtatttaa ttgtcgcttg gtagatcttg acctggcgtt 4200 
gggttactgc actctcttac ctcaaaaaga tgtgtttgaa aatctctgga agctcataga 4260 
taaagcatgg cagaattacg acaaaatctt ggcaatatct ctggtgggct ctgagctggc 4320 
aagtctctat caggaaatag aaatggggct taagttccgt gaactcagta ctgatgccca 4380 
gtggggcatt cgtcttggta aacttggtat ttcttttcaa ccagttttca ggcaacattt 4440 
tctcaccaag aaagacctca ttaaagctct tgtggagaat atagatatgg acacaagcct 4500 
cattttggaa tattgcagca catttcagtt ggactgcgat gcagttcttc agctcttcat 4560 
tgaaacgctg ctccacaaca caaatgccgg ccaaggccag ggagatgcaa gcatggactc 4620 
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tgcaaagcgg cggcatccca aactcctggc 
gagcacaaaa gatttggtca tcagtcttag 
ctatgaaatg attgaagttg tcttgaaagt 
tattaatatt aatcaggcat tgagtattct 
tcctcccgtg gatctagaat atcagtatat 
tgcccaaact agactgcctt ttcacctgat 
aattctctct acagaactca gtgaagaatc 
aatgaagttc tctctggaca ctctgtacgt 
actgaagcca aagctcctga agttaacaca 
aataactaag atcacgcaga ccatcgaatc 
ggctgtagct attgccatca gccttgccca 
^ tgctttgaaa ttctgccttt atttagctga 
cgaaaaacgt gaaaaagccg aggctttgtt 
gggcacagaa gctgtgctca tagcccacaa 
S3 cggaaagcca gcacatctta ttgtcagtct 
jr tcagaattca tctggcacag attatcctga 
%0 agtcaatgaa attaatttgg aaaaagtctg 
gi ttcaacaaaa cctggtgaaa aaccatcaga 
pi acgaagagtg cagtatctcc tcctgtctcg 
tgtatttgca acatcaacta caaccacatt 
^' aactcgagct cttcagtgtc tcttctattt 
3 taaaaaaccc attgaagaag tgaaatctta 

vJ tgagactttg aatatcccca tcacatatga 
U] gattaagggt ctgtggaaaa accacagcca 
O gctgtgttta gaatacaaaa tctatgacct 
y tctgggcttc aatatgattc cttatctaag 
Q ttctttatgg caggttccct acttcagcaa 
^ gctttcagcc tcttgtcctt taagtcctga 
cgctgtcctc gaatgtccag tctcaggtga 
tatccagtta gaacttccgg cttttgcatt 
gaaaagacac cagcaaatta agaattttct 
gcaattggaa gagcatatga acacgggcca 
tctgattttg aataatatca tcaataagaa 
ctttcaaatg ttgaagatgc atgcgatgaa 
tttggcaaat gacttaagtt tagatgaagc 
ctgcgggaaa cctgtgcctc cagacactgc 
tggattatcg taaatcactg aacctttttt 
attaatggac catatttatt acagttttta 
gtctaacatt accccacatg taataaataa 



caaagccctt gagatggttc ctttactgac 4 680 
tggaatacta cataagctgg atccttatga 4740 
tatagaacga gctgatgaaa agataaccaa 4800 
gaaacatttg aagtcataca gaagaatttc 4860 
gttggaacat gtcataactt tgccatcagc 4 920 
attctttggc acagcacaga acttctggaa 4980 
tttcccaaca ttgctcttaa tttcgaaatt 5040 
gtctacagca aaacacgttt tcgaaaaaaa 5100 
agctaaatcc tcaacactga ttaacaagga 5160 
ctgcttactc tctatagtca acccagagtg 5220 
ggatatccct gaaggttcct tcaagatatc 5280 
gagatggcta cagaatatcc catcgcagga 5340 
gaagaagctt catatccagt accggcgatc 5400 
gctgaacact gaggaatatt taagagtgat 54 60 
ctacgaacat ■ cctagcatca atcaaagaat 5520 
tattcatgca gcagctaaag aaatagccga 5580 
ggacatgttg ttggaaaaat ggctatgccc 5640 
attatttgaa cttcaagaag atgaagccct 5700 
tccaattgat tatagttcaa gaatgctgtt 5760 
aggtatgcat cagttaactt ttgcccatag 5820 
ggctgacaag gaaactatag aatctctctt 5880 
tttgagatgt ataacttttc tggcatcatt 5940 
attattttgc agcagtccta aagaaggaat 6000 
cgagtccatg gcagtaagat tggtgactga 6060 
gcagctttgg aatggactct tgcaaaagct 6120 
gaaagtttta aaagccatct ccagtatcca 6180 
agcgtggcag cgtgtgatac agataccact 6240 
tcagctgtca gattgttctg agagtctcat 6300 
tcttgacctg atcggagtcg ccaggcagta 6360 
agcttgtctg atgctcatgc cccactcaga 6420 
gggttcctgt gaccctcagg ttattttaaa 6480 
gctagcagga ttttcacatc aaattagaag 6540 
ggagtttggg attttggcaa agaccaaata 6600 
taccaacaat atcactgagc tagtgaacta 6660 
ttcagtcttg ataactgaat attcaaagca 6720 
tccctgtgaa attctgaaga tgtttcttag 6780 
tcaagaagga caagaatttt ggagtctgct 6840 
aattgtacaa tctctgtatt atagctattt 6900 
aacaatatga gc 6942 



<210> 1895 

<211> 884 

<212> DNA 

<213> Homo sapiens 

<400> 1895 

ttgctgcgtt gtgaggggtg tcagctcagt 
tgaactgtgt gtggttcctt ctacttgggg 
gagctgcaca tgttagccac agagccaccc 
caaatggatg acctgcgagc tcaaatatta 
gtttttaagc tagaagttat cattcctgag 
tttctcactc caatttatca tccaaacatt 
ctcaaattgc caccaaaagg tgcttggaga 



gcatcccagg cagctcttag tgtggagcag 60 
atcatgcaga gagcttcacg tctgaagaga 120 
ccaggcatca catgttggca agataaagac 180 
ggtggagcca acacacctta tgagaaaggt 240 
aggtacccat ttgaacctcc tcagatccga 300 
gattctgctg gaaggatttg tctggatgtt 360 
ccatccctca acatcgcaac tgtgttgacc 420 
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tctattcagc tgctcatgtc agaacccaac 
tcagaattta aatataataa gccagccttc 
catgcaagac agaaacaaaa ggctgatgag 
ggtgactcca gagtacacaa ctcaacacag 
gaaaagaaat ttcatcctga tgtttagggg 
tctttgccaa ggtgatctaa gttgcctacc 
ataatttttg tgtagtttat ttatcttgta 
aaaataaata gtcatttaat gttgaaaaaa 



cctgatgacc cgctcatggc tgacatatcc 4 80 
ctcaagaatg ccagacagtg gacagagaag 540 
gaagagatgc ttgataatct accagaggct 600 
aaaaggaagg ccagtcagct agtaggcata 660 
acttgtcctg gttcatctta gttaatgtgt 720 
ttgaattttt ttttaaatat atttgatgac 780 
catatgtatt ttgaaatctt ttaaacctga 840 
aaaaaaaaaa aaaa 884 



<210> 1896 
^ <211> 787 
U <212> DNA 
CI <213> Homo sapiens 

£ <400> 1896 

yp gtgtggacac tcctaggata gaaagtttgg 
jjj tccccaatat ctaatatgta tttctcattc 
HJ tatgttgata aggaaaatgg agaaccaggc 
p ctggggtctg gaccttcaat caaagcctta 

tttggcaaaa cgttcgatgc cccaccagcc 
1, actgtcaaca gagctacaga aaagtctgta 
1*1 ccaagctttt ctgccaaaaa gatgactgag 
tff gcctcagatg atgcctatcc agaaatagaa 
P gagagttttg acctgcctga agagcaccag 
y ctcatgatcc ttgacgagga gagagagctt 
p cctgtgaaga tgccctctcc accatgggaa 

ctgtcgaccc tggatgttga attgccacct 

tagtgcttca gagtttgtgt gtatttgtat 

aaaaaaa 



tatgttgcta tacctttgct tctcccacct 60 
ttagaataat ccagaatggc tactctgatc 120 
acccgtgtgg ttgctaagga tgggctgaag 180 
gatgggagat ctcaagtttc aacaccacgt 240 
ttacctaaag ctactagaaa ggctttggga 300 
aagaccaagg gacccctcaa acaaaaacag 360 
aagactgtta aagcaaaaag ctctgttcct 420 
aaattctttc ccttcaatcc tctagacttt 480 
attgcgcacc tccccttgag tggagtgcct 540 
gaaaagctgt ttcagctggg ccccccttca 600 
tccaatctgt tgcagtctcc ttcaagcatt 660 
gtttgctgtg acatagatat ttaaatttct 720 
taataaagca ttctttaaca gaaaaaaaaa 780 

787 



<210> 1897 

<211> 1838 

<212> DNA 

<213> Homo sapiens 

<400> 1897 

gtcgacggct ggtttgaaaa gtgacaacgg 
taactgctct ttggtgagct actgggactg 
ctctgtcctt ccccagatac aacatagctg 
taactggagc ggatggcaaa aacctctcca 
aagtcctgta catgatttac atgagagcct 
atttctacat gatgccggtg aacatagaag 
taccggtcag caatttgttc ttccacctgg 
actttgagat cgccgatatt ctttatccaa 
gcattatcaa ctttattcac ttcagagaaa 
tgcaaaataa atcctctgtg gacaaaatac 
tgatgaaact ggaaaaactc aattcggttc 
tgaaggatga catccaggag ctgcagcact 
cactgctgca ggagagatat accaaaatga 
ttaatgagct aaagttgtca gtagtttctt 
aaattgtgga ttctccagag aagctgaaga 
agaagctccg cagtgccagg gaagaagtga 



ccggtggatt ttaggagttt gctcggtttg 60 
cagactagga ggagactccc aaaatggaaa 120 
agattgtagt tcatattcgc aataaactgt 180 
agagcgattt tcttccaaac ccgaagcctg 240 
tacagttagt gtatggggtc cggctggagc 300 
tcatgtatcc acatataatg gagggcttct 360 
actcgtttat gcccatttgc cgggtgaatg 420 
aagcaaaccg gacaagtcgt tttttaagtg 480 
catgcctgga gaagtatgaa gaatttcttt 540 
agcagttaag caatgcacac caggaagcat 600 
ccgtggagga gcaggaagag ttcaaacagc 660 
tgctgaatca agacttcaga cagaaaacga 720 
aatcagattt ttcagagaaa accaagcatg 780 
tgaaagaagt tcaagacagt ttgaaaagca 840 
actataaaga gaagatgaag gacaccgtcc 900 
tggagaagta tgatatctat agagattctg 960 
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tggattgctt gccttcctgt cagctggagg tgcagttata tcaaaagaaa tcacaggacc 1020 
ttgcagataa tagggagaaa ctaagcagta tcttaaagga gagcctgaac ctggagggcc 1080 
agattgatag tgattcatca gaactaaaga aactgaagac tgaagagaac tccctcataa 1140 
gactgatgac tctaaagaag gagagacttg ctaccatgca gttcaaaata aacaagaagc 1200 
aggaggatgt gaaacagtac aagcggacca tgattgaaga ttgcaataaa gttcaagaaa 1260 
aaagagatgc tgtctgcgag caagtaaccg ccattaatca agacatccac aagattaaat 1320 
ctgggattca gcagctaaga gacgccgaaa aacgggagaa actgaagtct caggaaatct 1380 
tggtagactt gaaaagtgct ttggagaagt accatgaggg catcgagaag acgacggagg 1440 
agtgctgcac tagaatagga gggaagactg ccgagctgaa gaggaggatg ttcaaaatgc 1500 
cgccctgatc aacagccacc cgaaaatggc ctttcgcttt ctgtttggag tagttatatt 1560 
gaagctaata gaaggaccgc agtctcagct aactagcgtg ggtaccattg gttctctgtc 1620 
cttttatgac catgtgctcc ctgtgttttt ttcttggtga tggggataca actcagggcc 1680 
ttgcaggcta cactgacttg cctccctagg ctctaatgta ccatgtacta tgtaggcttt 1740 
tgctacaatt aaagtaacgt gtacagcttt tatgtcccta ctctgtctcc ttttgtatgt 1800 
gctggttgga ataaacaaat agttactgac gtcaaaaa 183B 



<210> 1898 

<211> 2103 

<212> DNA 

<213> Homo sapiens 

<400> 1898 

ctctgccgag cctccttaaa actctgccgt taaaatgggg gcgggttttt caactcaaaa 60 
agcgctcaat ttttttcttt tcaaaaaaag ctgatgaggt cggaaaaaag ggagaagaaa 120 
ccggcaccct ctctgagagg caacagaagc agcaattgtt tcagcgaaaa aagcagcaag 180 
ggagggagtg aaggaaaaaa gcaaaaaagg gggcgacacg caagtgcctg taggggtgaa 240 
aggagcaggg accggcgatc taggggggga tcagctacaa aagaaactgt cactgggagc 300 
ggtgcggcca aggaggaagc agtgctgcca ggctctgctc cagggcacag ctggctggcg 360 
gctgccctgt ccgcagcaaa ggggcacagg ccggggaccg cgagaggtgg caaagtggca 420 
ccgggcgccg aggctgctga gcgctcgccg agacgcggac cggactggct gccccggaac 480 
tgcggcgact ctccctactc agaacttggc ctacgtttcc caggactctc cccatctcca 540 
gaggccccca caaaaccggg aaaggaagga aaggacagcg gcggcagcag ctcaatgagt 600 
gcctacagca gaaagcctga acgagctcgg tcgtaggcgg gaagttcccg ggggctgccc 660 
agtgcagccg caatgctgcc gcgagctgcc ccagcagtcc gggctccgta gacgctttcc 720 
gcatcactct ccttcctcgg gctgccggga gtcccgggac ctggcggggc cggcatgacg 780 
ggcttctcgg gggcccgccg cacgcccggc agcctccgga gacgcgcgcc gagcccggct 840 
cccacggcct ctgaggctcg gcggggctgc ggctgcctgg cgggcgggct ccggagcttt 900 
cctgagccgg cattagccca cggcttggcc cggacgcgac caaaggctct tctggagaag 960 
cccagagcac tgggcaatcg ttacgacctg taacttgagg gccaccgaac tgctactccc 1020 
gttcgccttt ggcgatcatc ttttaaccct ccggagcacg tcagcatcca gccaccgcgg 1080 
cgctctccca gcagcggagg acccaggact atcccttcgg cgagacggat ggaaaccgag 1140 
ccccctggag gacctgcccc tgcagttctg cctcacacgg ctcaagtcac caccgtgaac 1200 
aagggaccct aaagaatggc cgagccttgg gggaacgagt tggcgtccgc agctgccagg 1260 
ggggacctag agcaacttac tagtttgttg caaaataatg taaacgtcaa tgcacaaaat 1320 
ggatttggaa ggactgcgct gcaggttatg aaacttggaa atcccgagat tgccaggaga 1380 
ctgctactta gaggtgctaa tcccgatttg aaagaccgaa ctggtttcgc tgtcattcat 1440 
gatgcggcca gagcaggttt cctggacact ttacagactt tgctggagtt tcaagctgat 1500 
gttaacatcg aggataatga agggaacctg cccttgcact tggctgccaa agaaggtcac 1560 
ctccgggtgg tggagttcct ggtgaagcac acggccagca atgtggggca tcggaaccat 1620 
aagggggaca ccgcctgtga tttggccagg ctctatggga ggaatgaggt tgttagcctg 1680 
atgcaggcaa acggggctgg gggagccaca aatcttcaat aaacgtgggg agggctcccc 1740 
cacgttgcct ctactttatc aattaactga gtagctctcc tgacttttaa tgtcatttgt 1800 
taaaatacag ttctgtcata tgttaagcag ctaaattttc tgaaactgca taagtgaaaa 1860 
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tcttacaaca ggtttatgaa tatatttaag 
taacatgtaa ttgcagataa ctttgacttt 
tcccttgctt ccccttttgc caatctcaac 
gtttgtcctg atgcttttgt ctaattaaaa 
aaa 



caacatcttt ttaacctgca aaatctgttc 1920 
cttctgaata ttttatcttt ccttggcttt 1980 
acccaagttg aagactttgt ttttaaaatg 2040 
cactttcaaa acaggaaaaa aaaaaaaaaa 2100 

2103 



m 



<210> 1899 
<211> 987 
<212> DNA 
<213> Homo sapiens 

<400> 1899 

cggagagggg gagaacagac aacgggcggc ggggagcagc atggagccgg cggcggggag 60 
cagcatggag ccttcggctg actggctggc cacggccgcg gcccggggtc gggtagagga 120 
ggtgcgggcg ctgctggagg cgggggcgct gcccaacgca ccgaatagtt acggtcggag 180 
%0 gccgatccag gtcatgatga tgggcagcgc ccgagtggcg gagctgctgc tgctccacgg 240 
£?! cgcggagccc aactgcgccg accccgccac tctcacccga cccgtgcacg acgctgcccg 300 
fy ggagggcttc ctggacacgc tggtggtgct gcaccgggcc ggggcgcggc tggacgtgcg 360 
gi cgatgcctgg ggccgtctgc ccgtggacct ggctgaggag ctgggccatc gcgatgtcgc 4 20 
g acggtacctg cgcgcggctg cggggggcac cagaggcagt aaccatgccc gcatagatgc 480 

cgcggaaggt ccctcagaca tccccgattg aaagaaccag agaggctctg agaaacctcg 540 
1^ ggaaacttag atcatcagtc accgaaggtc ctacagggcc acaactgccc ccgccacaac 600 
ccaccccgct ttcgtagttt tcatttagaa aatagagctt ttaaaaatgt cctgcctttt 660 
U aacgtagata taagccttcc cccactaccg taaatgtcca tttatatcat tttttatata 720 
yj ttcttataaa aatgtaaaaa agaaaaacac cgcttctgcc ttttcactgt gttggagttt 780 
G tctggagtga gcactcacgc cctaagcgca cattcatgtg ggcatttctt gcgagcctcg 840 
y, cagcctccgg aagctgtcga cttcatgaca agcattttgt gaactaggga agctcagggg 900 
ggttactggc ttctcttgag tcacactgct agcaaatggc agaaccaaag ctcaaataaa 960 
aataaaataa ttttcattca ttcactc 937 



<210> 1900 

<211> 2545 

<212> DNA 

<213> Homo sapiens 

<400> 1900 

atccaataca ggagtgactt ggaactccat 
ttcctcttgg gcatcatctt gctggttctg 
aagggtcgct gttcctgcat cagcaccaac 
gaccttaaac aatttgcccc aagcccttcc 
aagaatggag ttcaaacatg tctaaaccca 
aagtgggaga aacaggtcag ccaaaagaaa 
aagaaagttc tgaaagttcg aaaatctcaa 
accacttcac caataagtat tctgtgttaa 
ttccaaagga ggatggcata taatacaaag 
attactctga aattgtaact aaagttagaa 
ttgttaaagg ctatgattgt ctttgttctt 
ttaaggccat gattttagca atacccatgt 
ctcacaacag ctgcctggaa gagcagccct 
tatctgaggc acatgtcagc aagtcctaag 
tgaaattgag ctggacctca ccaagctgct 
ctacaggcct cacacacaat gtgtctgaga 



tctatcacta tgaagaaaag tggtgttctt 60 
attggagtgc aaggaacccc agtagtgaga 120 
caagggacta tccacctaca atccttgaaa 180 
tgcgagaaaa ttgaaatcat tgctacactg 240 
gattcagcag atgtgaagga actgattaaa 300 
aagcaaaaga atgggaaaaa acatcaaaaa 360 
cgttctcgtc aaaagaagac tacataagag 420 
aaatgttcta ttttaattat accgctatca 480 
gcttattaat ttgactagaa aatttaaaac 540 
agttgatttt aagaatccaa acgttaagaa 600 
ctaccaccca ccagttgaat ttcatcatgc 660 
ctacacagat gttcacccaa ccacatccca 720 
aggcttccac gtactgcagc ctccagagag 780 
cctgttagca tgctggtgag ccaagcagtt 840 
gtggccatca acctctgtat ttgaatcagc 900 
gattcatgct gattgttatt gggtatcacc 960 
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actggagatc accagtgtgt ggctttcaga gcctcctttc tggctttgga agccatgtga 1020 
ttccatcttg cccgctcagg ctgaccactt tatttctttt tgttcccctt tgcttcattc 1080 
aagtcagctc ttctccatcc taccacaatg cagtgccttt cttctctcca gtgcacctgt 1140 
catatgctct gatttatctg agtcaactcc tttctcatct tgtccccaac accccacaga 1200 
agtgctttct tctcccaatt catcctcact cagtccagct tagttcaagt cctgcctctt 1260 
aaataaacct ttttggacac acaaattatc ttaaaactcc tgtttcactt ggttcagtac 1320 
cacatgggtg aacactcaat ggttaactaa ttcttgggtg tttatcctat ctctccaacc 1380 
agattgtcag ctccttgagg gcaagagcca cagtatattt ccctgtttct tccacagtgc 1440 
ctaataatac tgtggaacta ggttttaata attttttaat tgatgttgtt atgggcagga 1500 
tggcaaccag accattgtct cagagcaggt gctggctctt tcctggctac tccatgttgg 1560 
ctagcctctg gtaacctctt acttattatc ttcaggacac tcactacagg gaccagggat 1620 
gatgcaacat ccttgtcttt ttatgacagg atgtttgctc agcttctcca acaataagaa 1680 
gcacgtggta aaacacttgc ggatattctg gactgttttt aaaaaatata cagtttaccg 1740 
aaaatcatat aatcttacaa tgaaaaggac tttatagatc agccagtgac caaccttttc 1800 
ccaaccatac aaaaattcct tttcccgaag gaaaagggct ttctcaataa gcctcagctt 1860 
tctaagatct aacaagatag ccaccgagat ccttatcgaa actcatttta ggcaaatatg 1920 
agttttattg tccgtttact tgtttcagag tttgtattgt gattatcaat taccacacca 1980 
tctcccatga agaaagggaa cggtgaagta ctaagcgcta gaggaagcag ccaagtcggt 204 0 
tagtggaagc atgattggtg cccagttagc ctctgcagga tgtggaaacc tccttccagg 2100 
ggaggttcag tgaattgtgt aggagaggtt gtctgtggcc agaatttaaa cctatactca 2160 
ctttcccaaa ttgaatcact gctcacactg ctgatgattt agagtgctgt ccggtggaga 2220 
tcccacccga acgtcttatc taatcatgaa actccctagt tccttcatgt aacttccctg 2280 
aaaaatctaa gtgtttcata aatttgagag tctgtgaccc acttaccttg catctcacag 234 0 
gtagacagta tataactaac aaccaaagac tacatattgt cactgacaca cacgttataa 2400 
tcatttatca tatatataca tacatgcata cactctcaaa gcaaataatt tttcacttca 2460 
aaacagtatt gacttgtata ccttgtaatt tgaaatattt tctttgttaa aatagaatgg 2520 
tatcaataaa tagaccatta atcag 2545 

<210> 1901 
<211> 149 
<212> PRT 

<213> Homo sapiens 



<400> 1901 




























Met 


Ala 


Ser 


Ser 


Asp 
5 


He 


Gin 


Val 


Lys 


Glu 
10 


Leu 


Glu 


Lys 


Arg 


Ala 
15 


Ser 


Gly 


Gin 


Ala 


Phe 


Glu 


Leu 


He 


Leu 


Ser 


Pro 


Arg 


Ser 


Lys 


Glu 


Ser 


Val 








20 










25 








30 






Pro 


Glu 


Phe 
35 


Pro 


Leu 


Ser 


Pro 


Pro 
40 


Lys 


Lys 


Lys 


Asp 


Leu 
45 


Ser 


Leu 


Glu 


Glu 


He 


Gin 


Lys 


Lys 


Leu 


Glu 


Ala 


Ala 


Glu 


Glu 


Arg 


Arg 


Lys 


Ser 


His 




50 










55 










60 






Glu 


Ala 


Glu 


Val 


Leu 


Lys 


Gin 


Leu 


Ala 


Glu 


Lys 


Arg 


Glu 


His 


Glu 


Lys 


65 










70 










75 








80 


Glu 


Val 


Leu 


Gin 


Lys 
85 


Ala 


He 


Glu 


Glu 


Asn 
90 


Asn 


Asn 


Phe 


Ser 


Lys 
95 


Met 


Ala 


Glu 


Glu 


Lys 


Leu 


Thr 


His 


Lys 


Met 


Glu 


Ala 


Asn 


Lys 


Glu 


Asn 


Arg 








100 










105 










110 




Glu 


Ala 


Gin 


Met 


Ala 


Ala 


Lys 


Leu 


Glu 


Arg 


Leu 


Arg 


Glu 


Lys 


Asp 


Lys 


His 




115 










120 










125 




He 


Glu 


Glu 


Val 


Arg 


Lys 


Asn 


Lys 


Glu 


Ser 


Lys 


Asp 


Pro 


Ala 


Asp 




130 










135 










140 






Glu 


Thr 


Glu 


Ala 


Asp 
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145 



<210> 1902 
<211> 276 
<212> PRT 

<213> Homo sapiens 
<400> 1902 

Met Ser Lys Pro Val Asp His Val Lys Arg Pro Met Asn Ala Phe Met 

5 10 15 

Val Trp Ser Arg Ala Gin Arg Arg Lys Met Ala Gin Glu Asn Pro Lys 

20 25 30 

Met His Asn Ser Glu He Ser Lys Arg Leu Gly Ala Glu Trp Lys Leu 

35 40 45 

Leu Thr Glu Ser Glu Lys Arg Pro Phe He Asp Glu Ala Lys Arg Leu 

50 55 60 

Arg Ala Met His Met Lys Glu His Pro Asp Tyr Lys Tyr Arg Pro Arg 
65 70 75 80 

Arg Lys Pro Lys Thr Leu Leu Lys Lys Asp Lys Phe Ala Phe Pro Val 

85 90 95 

Pro Tyr Gly Leu Gly Gly Val Ala Asp Ala Glu His Pro Ala Leu Lys 

100 105 HO 

Ala Gly Ala Gly Leu His Ala Gly Ala Gly Gly Gly Leu Val Pro Glu 

H5 120 125 

Ser Leu Leu Ala Asn Pro Glu Lys Ala Ala Ala Ala Ala Ala Ala Ala 

130 135 140 

Ala Ala Arg Val Phe Phe Pro Gin Ser Ala Ala Ala Ala Ala Ala Ala 
145 150 155 160 

Ala Ala Ala Ala Ala Ala Gly Ser Pro Tyr Ser Leu Leu Asp Leu Gly 

165 170 175 

Ser Lys Met Ala Glu He Ser Ser Ser Ser Ser Gly Leu Pro Tyr Ala 

180 185 190 

Ser Ser Leu Gly Tyr Pro Thr Ala Gly Ala Gly Ala Phe His Gly Ala 

195 200 205 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Gly Gly His Thr His 

210 215 220 

Ser His Pro Ser Pro Gly Asn Pro Gly Tyr Met He Pro Cys Asn Cys 
225 230 235 240 

Ser Ala Trp Pro Ser Pro Gly Leu Gin Pro Pro Leu Ala Tyr He Leu 

245 250 255 

Leu Pro Gly Met Gly Lys Pro Gin Leu Asp Pro Tyr Pro Ala Ala Tyr 

260 265 270 

Ala Ala Ala Leu 
275 



<210> 1903 
<211> 2209 
<212> PRT 

<213> Homo sapiens 
<400> 1903 

Met Trp Asn Asp He Glu Leu Leu Thr Asn Asp Asp Thr Gly Ser Gly 
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Tyr Leu Ser 

Val Asp Leu 
35 

Lys lie Gin 
50 

Gin Ser Val 
65 

Leu Val Phe 

Lys Phe Leu 

Val Thr Ser 
115 

Asn Asp Glu 
130 

Gly Ser Asn 
145 

Phe Phe Cys 

Glu Asn Val 

Ser Ser Phe 
195 

Leu Val Ala 

210 
Thr Gly Asn 
225 

Gly Met Thr 

Lys Lys Phe 

Asn Val Leu 
275 

Trp Pro Ser 

290 
Ser Pro Ser 
305 

Ala Leu Thr 
Ser Leu Pro 



Ser Ser Leu 
355 

Glu Gly Val 

370 
Val Leu Val 
385 

Ser Arg Leu 
lie Gin Phe 
His lie Leu 



Val Gly 

20 
Leu Val 

Ala Cys 

lie Leu 

Asp Thr 
85 

Leu Val 
100 

Lys Gin 

Asn Arg 

Glu Gly 

He Thr 
165 
Asp Phe 
180 

He Ser 

Gly Asp 

Cys Ala 

Val Lys 
245 
Gin Leu 
260 

Ser Leu 

Leu His 

Ser Val 

Ala Ser 
325 
Thr Met 
340 

Val Gin 



Ser Arg 

Lys He 

Ser Leu 
55 

Leu Asp 

70 
Glu Val 

Gly Glu 

Thr Leu 

Arg Thr 
135 
Thr Tyr 
150 

Asn Leu 

Ser Thr 

Thr Glu 

Leu Ala 
215 
Phe Ser 
230 

Asn Leu 

He Asp 

Trp Asp 

Val Glu 
295 
Thr Trp 
310 

Ala Asn 
Glu He 
Thr Gly 



Cys Lys 

Leu Arg 

Leu His 
405 
Gly Leu 
420 

Glu Lys 



Asn Asp 
375 
Cys Leu 
390 

Lys His 
Asp Val 
Leu Ala 



Lys Glu 
25 

Ser Ser 

40 
Ser Asp 

Ser lie 

Asp Val 

Arg Ser 
105 
Leu Thr 
120 

Tyr Gin 

Tyr Met 

Gin Leu 

Ala Lys 
185 
Asn Tyr 
200 

Ser Glu 

Lys Trp 

He Asp 

Asn Leu 
265 
He Tyr 
280 

Glu Phe 

Gin Gly 

Lys Lys 

Leu Tyr 
345 
He Ser 
360 

Pro Lys 



10 

His Gly 

Glu Lys 

Gly Phe 

Cys Arg 
75 

Val Gly 
90 

Gly Asn 

Asn Ala 

Asn Leu 

Leu Leu 
155 
Leu Lys 
170 

Lys Leu 

His Thr 

Val Pro 

Glu Pro 
235 
Ala Glu 
250 

Leu Phe 

Thr Leu 

Leu Leu 

He Thr 
315 
Met Lys 
330 

Ser Leu 
Thr Asp 
Leu Ser 



Thr Ala 

Ala Ser 
45 

He He 
60 

Ser Leu 



Thr Glu 

Arg Phe 

Glu Leu 
425 
Leu Ser 



Ala Leu 
395 
Ala Glu 
410 

Val Tyr 



Leu Cys 

Leu His 

Phe Val 
125 
Val He 
140 

Leu Thr 

He Gin 

Gin Gly 

Leu Gly 
205 
Val He 
220 

Asp Ser 

He He 

Val Leu 

Thr Pro 
285 
Thr Thr 
300 

Asn Leu 

Asn Leu 

Glu Val 

Thr He 
365 
Glu Asp 
380 

Pro Glu 



Ala Glu 
Lys Val 
Ser Val Asp Ala 



15 

Leu Tyr Gin 
30 

Leu Asn Pro 

Val Ala Asp 

Gin Leu His 
80 

Gin Glu Gly 
95 

Leu He His 
110 

Gin Lys Ala 

Glu Lys Asp 

Tyr Ser Gly 
160 

Gin Ala He 

175 
Gin He Lys 
190 

Cys Leu Ser 

He Gly Gly 

Ser Lys Lys 
240 

Lys Gly Ala 

255 
Asp Thr Asp 
270 

Val Trp Asn 

Glu Ala Asp 

Lys Leu He 
320 

Met Val Tyr 

335 
Ser Ser Val 
350 

Tyr Leu Leu 

Ser Val Ser 

Asn Arg Leu 
400 

Ser Phe Ala 

415 
Lys Ser Asn 
430 

Ser Glu Gin 
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435 

Thr Glu Trp 

450 
lie Gin Asp 
465 

lie Thr Tyr 

Leu Leu Lys 

Lys Glu Val 
515 

Phe Gly Pro 

530 
Asn Glu Asp 
545 

Leu Val Cys 



Gin Gin Leu 

Asp Glu Phe 
470 

Glu Thr Thr 
485 

Lys Glu Asp 
500 

Leu Arg Ala 
Glu Lys Phe 



440 

Val Asp Asp 
455 

Val Val Asn 

Gin Glu Met 

Lys Thr Ala 
505 

His Ala Lys 

520 
Ser Gly Ser 
535 

Asp lie Phe 



Ala Lys 

Tyr Cys 
475 
Leu Asn 
490 

Leu lie 



Asp Leu Lys 
550 

Ala Gin Tyr Leu Trp Leu 
565 

Ser Arg Phe Asp Val Lys 
580 

Ser Leu Gin 



Ala Ser Val 
595 

lie Pro Phe 

610 
Lys Trp Leu 
625 

Asn Trp Pro 

Glu Lys Thr 

Leu Lys Asp 
675 

Val Asn Asn 
690 

Lys Leu Ala 
705 

Phe Arg Met 

Leu Glu Lys 

Glu Glu Leu 
755 

Ser Lys Ser 

770 
Ala Val He 
785 

Leu Lys He 

Gin Leu Val 

Leu Gin Glu 
835 

Tyr Gly He 

850 
Val Arg Tyr 



Val Arg Arg 

Glu Gin Ala 
630 

Glu Asn Gly 
645 

Asp Glu Leu 
660 

Tyr Gin Asn 

Leu Arg Glu 

Leu Ser Asp 
710 

Phe Asp Lys 
725 

Phe He Arg 
740 

Leu Leu Leu 

Thr Ser Leu 

Ala Cys Leu 
790 

Met Tyr Ala 

805 
Lys Gin His 
820 

Ser Tyr Lys 
Arg Glu Val 
He Leu Lys 



Met Leu Glu 
585 

Lys Leu Cys 
600 

Thr Val Pro 
615 

Ala Arg Asn 

Leu Gin Leu 

Gly Leu Ala 
665 

Thr Glu Glu 
680 

Leu He Thr 
695 

Phe Glu Lys 

Val Leu Ala 

Val Tyr Met 
745 

Tyr lie Glu 

760 
Phe Glu Thr 
775 

Ser Asp Thr 

Ala Val Val 

Leu Glu Met 
825 

Leu Met Glu 

840 
Asn Leu Leu 
855 

Gin Asp Val 



Leu Thr 

Ser Trp 

Leu Gin 
555 
Arg His 
570 

Ser Leu 

Pro Trp 

Glu Gly 

Leu Glu 
635 
Ala Glu 
650 

Ser Ser 

Val Cys 

Leu His 

Glu Asn 
715 
Pro Glu 
730 

Arg Glu 

Asp Leu 

Ala Trp 

Asp Leu 
795 
Pro Trp 
810 

Asp His 
Met Lys 
Asn Lys 
Pro Ser 



445 
Glu Asn 
460 

Leu Lys 

Tyr Ala 

Tyr Ser 

Thr Phe 
525 
He Glu 
540 

Leu Lys 

Arg Ala 

Leu Asn 

Phe Lys 
605 
Gin He 
620 

Leu Thr 

He Phe 

Trp His 

Gin Leu 
685 
Arg Lys 
700 

Thr Thr 

Leu He 

His Asp 

Leu Asn 
765 
Glu Ala 
780 

He Phe 

Ser Ala 

Pro Lys 

Lys Leu 
845 
Glu He 
860 

Ser Leu 



Leu His Lys 

Ala Gin Trp 
480 

Lys Thr Arg 
495 

Asp Gly Leu 
510 

Tyr Gly Ala 

Phe Leu Asn 

Glu Gly Asn 
560 

Asn Phe Glu 

575 
Ser Met Ser 
590 

Asn Asp Val 

He Leu Ala 

Asp Lys Ala 
640 

Phe Thr Ala 
655 

Trp He Ser 
670 

Arg Thr Leu 

Tyr Asn Cys 

Thr He Val 
720 

Pro Ser He 

735 
Leu Gin Glu 
750 

Arg Cys Ser 

Lys Ala Met 

Asp Ala Val 
800 

Ala Val Glu 

815 
Val Lys Leu 
830 

Leu Arg Gly 



Met Arg Val 
Glu Asp Ala 



# • 
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3 



8 65 870 875 880 

Leu Lys Val Ala Gin Ala Phe Met Leu Ser Asp Asp Glu He Tyr Ser 

885 890 895 

Leu Arg He He Asp Leu He Asp Arg Glu Gin Gly Glu Asp Cys Leu 

900 905 910 

Leu Leu Leu Lys Ser Leu Pro Pro Ala Glu Ala Glu Lys Thr Ala Glu 

915 920 925 

Arg Val He He Trp Ala Arg Leu Ala Leu Gin Glu Glu Pro Asp His 

930 935 940 

Ser Lys Glu Gly Lys Ala Trp Arg Met Ser Val Ala Lys Thr Ser Val 
945 950 955 960 

Asp He Leu Lys He Leu Cys Asp He Gin Lys Asp Asn Leu Gin Lys 
Q 965 970 975 

yl Lys Asp Glu Cys Glu Glu Met Leu Lys Leu Phe Lys Glu Val Ala Ser 
£8 980 985 990 

j; Leu Gin Glu Asn Phe Glu Val Phe Leu Ser Phe Glu Asp Tyr Ser Asn 
Jq 995 1000 1005 

£ Ser Ser Leu Val Ala Asp Leu Arg Glu Gin His He Lys Ala His Glu 
-I 1010 1015 1020 

^ Val Ala Gin Ala Lys His Lys Pro Gly Ser Thr Pro Glu Pro He Ala 
Wl 1° 25 1030 1035 1040 

Ala Glu Val Arg Ser Pro Ser Met Glu Ser Lys Leu His Arg Gin Ala 
O 1045 1050 1055 

|j| Leu Ala Leu Gin Met Ser Lys Gin Glu Leu Glu Ala Glu Leu Thr Leu 
O 1060 1065 1070 

y Arg Ala Leu Lys Asp Gly Asn He Lys Thr Ala Leu Lys Lys Cys Ser 
O 1075 1080 1085 

y. Asp Leu Phe Lys Tyr His Cys Asn Ala Asp Thr Gly Lys Leu Leu Phe 
1090 1095 1100 

Leu Thr Cys Gin Lys Leu Cys Gin Met Leu Ala Asp Asn Val Pro Val 
H05 1110 1115 1120 

Thr Val Pro Val Gly Leu Asn Leu Pro Ser Met He His Asp Leu Ala 

1125 1130 1135 

Ser Gin Ala Ala Thr He Cys Ser Pro Asp Phe Leu Leu Asp Ala Leu 

1140 1145 1150 

Glu Leu Cys Lys His Thr Leu Met Ala Val Glu Leu Ser Arg Gin Cys 

1155 1160 1165 

Gin Met Asp Asp Cys Gly He Leu Met Lys Ala Ser Phe Gly Thr His 

1170 1175 1180 

Lys Asp Pro Tyr Glu Glu Trp Ser Tyr Ser Asp Phe Phe. Ser Glu Asp 
1185 1190 1195 1200 

Gly He Val Leu Glu Ser Gin Met Val Leu Pro Val He Tyr Glu Leu 

1205 1210 1215 

He Ser Ser Leu Val Pro Leu Ala Glu Ser Lys Arg Tyr Pro Leu Glu 

1220 1225 1230 

Ser Thr Ser Leu Pro Tyr Cys Ser Leu Asn Glu Gly Asp Gly Leu Val 

1235 1240 1245 

Leu Pro Val He Asn Ser He Ser Ala Leu Leu Gin Asn Leu Gin Glu 

1250 1255 1260 

Ser Ser Gin Trp Glu Leu Ala Leu Arg Phe Val Val Gly Ser Phe Gly 
1265 1270 1275 1280 

Thr Cys Leu Gin His Ser Val Ser Asn Phe Met Asn Ala Thr Leu Ser 

1285 1290 1295 

Glu Lys Leu Phe Gly Glu Thr Thr Leu Val Lys Ser Arg His Val Val 
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1300 1305 1310 

Met Glu Leu Lys Glu Lys Ala Val He Phe He Arg Glu Asn Ala Thr 

1315 1320 1325 

Thr Leu Leu His Lys Val Phe Asn Cys Arg Leu Val Asp Leu Asp Leu 

1330 1335 1340 

Ala Leu Gly Tyr Cys Thr Leu Leu Pro Gin Lys Asp Val Phe Glu Asn 
1345 1350 1355 1360 

Leu Trp Lys Leu He Asp Lys Ala Trp Gin Asn Tyr Asp Lys He Leu 

1365 1370 1375 

Ala He Ser Leu Val Gly Ser Glu Leu Ala Ser Leu Tyr Gin Glu He 
1380 1385 1390 

^ Glu Met Gly Leu Lys Phe Arg Glu Leu Ser Thr Asp Ala Gin Trp Gly 
^ 1395 1400 1405 

Uj He Arg Leu Gly Lys Leu Gly He Ser Phe Gin Pro Val Phe Arg Gin 
8J 1410 1415 1420 

| His p he Leu Thr Lys Lys Asp Leu He Lys Ala Leu Val Glu Asn He 
%fi 1425 1430 1435 1440 

^ Asp Met Asp Thr Ser Leu He Leu Glu Tyr Cys Ser Thr Phe Gin Leu 
pj i445 1450 1455 

Asp Cys Asp Ala Val Leu Gin Leu Phe lie Glu Thr Leu Leu His Asn 
• 1460 1465 1470 

^ Thr Asn Ala Gly Gin Gly Gin Gly Asp Ala Ser Met Asp Ser Ala Lys 
O 1475 1480 1485 

Ul Arg Arg His Pro Lys Leu Leu Ala Lys Ala Leu Glu Met Val Pro Leu 
D i49 ° 1495 1500 

y Leu Thr Ser Thr Lys Asp Leu Val He Ser Leu Ser Gly He Leu His 
Q 1505 1510 1515 1520 

^ Lys Leu Asp Pro Tyr Asp Tyr Glu Met He Glu Val Val Leu Lys Val 

1525 1530 1535 

He Glu Arg Ala Asp Glu Lys He Thr Asn He Asn He Asn Gin Ala 

1540 1545 1550 

Leu Ser He Leu Lys His Leu Lys Ser Tyr Arg Arg He Ser Pro Pro 

1555 1560 1565 

Val Asp Leu Glu Tyr Gin Tyr Met Leu Glu His Val He Thr Leu Pro 

1570 1575 1580 

Ser Ala Ala Gin Thr Arg Leu Pro Phe His Leu He Phe Phe Gly Thr 
1585 1590 1595 1600 

Ala Gin Asn Phe Trp Lys He Leu Ser Thr Glu Leu Ser Glu Glu Ser 

1605 1610 1615 

Phe Pro Thr Leu Leu Leu He Ser Lys Leu Met Lys Phe Ser Leu Asp 

1620 1625 1630 

Thr Leu Tyr Val Ser Thr Ala Lys His Val Phe Glu Lys Lys Leu Lys 

1635 1640 1645 

Pro Lys Leu Leu Lys Leu Thr Gin Ala Lys Ser Ser Thr Leu He Asn 

1650 1655 1660 

Lys Glu He Thr Lys He Thr Gin Thr He Glu Ser Cys Leu Leu Ser 
16 65 1670 1675 1680 

He Val Asn Pro Glu Trp Ala Val Ala He Ala He Ser Leu Ala Gin 

1685 1690 1695 

Asp He Pro Glu Gly Ser Phe Lys He Ser Ala Leu Lys Phe Cys Leu 

1700 1705 1710 

Tyr Leu Ala Glu Arg Trp Leu Gin Asn He Pro Ser Gin Asp Glu Lys 

1715 1720 1725 

Arg Glu Lys Ala Glu Ala Leu Leu Lys Lys Leu His He Gin Tyr Arg 
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1730 1735 1740 

Arg Ser Gly Thr Glu Ala Val Leu He Ala His Lys Leu Asn Thr Glu 
1745 1750 1755 1760 

Glu Tyr Leu Arg Val He Gly Lys Pro Ala His Leu He Val Ser Leu 

1765 1770 1775 

Tyr Glu His Pro Ser He Asn Gin Arg He Gin Asn Ser Ser Gly Thr 

1780 1785 1790 

Asp Tyr Pro Asp He His Ala Ala Ala Lys Glu He Ala Glu Val Asn 

1795 1800 1805 

Glu He Asn Leu Glu Lys Val Trp Asp Met Leu Leu Glu Lys Trp Leu 

1810 1815 1820 

Cys Pro Ser Thr Lys Pro Gly Glu Lys Pro Ser Glu Leu Phe Glu Leu 
1825 1830 1835 1840 

Gin Glu Asp Glu Ala Leu Arg Arg Val Gin Tyr Leu Leu Leu Ser Arg 

1845 1850 1855 

Pro He Asp Tyr Ser Ser Arg Met Leu Phe Val Phe Ala Thr Ser Thr 

I860 1865 1870 

Thr Thr Thr Leu Gly Met His Gin Leu Thr Phe Ala His Arg Thr Arg 

1875 1880 1885 

Ala Leu Gin Cys Leu Phe Tyr Leu Ala Asp Lys Glu Thr He Glu Ser 

1890 1895 1900 

Leu Phe Lys Lys Pro He Glu Glu Val Lys Ser Tyr Leu Arg Cys He 
1905 1910 1915 1920 

Thr Phe Leu Ala Ser Phe Glu Thr Leu Asn He Pro He Thr Tyr Glu 

1925 1930 1935 

Leu Phe Cys Ser Ser Pro Lys Glu Gly Met He Lys Gly Leu Trp Lys 

1940 1945 1950 

Asn His Ser His Glu Ser Met Ala Val Arg Leu Val Thr Glu Leu Cys 

1955 i960 1965 

Leu Glu Tyr Lys He Tyr Asp Leu Gin Leu Trp Asn Gly Leu Leu Gin 

1970 1975 1980 

Lys Leu Leu Gly Phe Asn Met He Pro Tyr Leu Arg Lys Val Leu Lys 
1985 1990 1995 2000 

Ala He Ser Ser lie His Ser Leu Trp Gin Val Pro Tyr Phe Ser Lys 

2005 2010 2015 

Ala Trp Gin Arg Val He Gin He Pro Leu Leu Ser Ala Ser Cys Pro 

2020 2025 2030 

Leu Ser Pro Asp Gin Leu Ser Asp Cys Ser Glu Ser Leu He Ala Val 

2035 2040 2045 

Leu Glu Cys Pro Val Ser Gly Asp Leu Asp Leu He Gly Val Ala Arq 

2050 2055 2060 

Gin Tyr He Gin Leu Glu Leu Pro Ala Phe Ala Leu Ala Cys Leu Met 
2065 2070 2075 2080 

Leu Met Pro His Ser Glu Lys Arg His Gin Gin He Lys Asn Phe Leu 

2085 2090 2095 

Gly Ser Cys Asp Pro Gin Val He Leu Lys Gin Leu Glu Glu His Met 

2100 2105 2110 

Asn Thr Gly Gin Leu Ala Gly Phe Ser His Gin He Arg Ser Leu He 

2115 2120 2125 

Leu Asn Asn He He Asn Lys Lys Glu Phe Gly He Leu Ala Lys Thr 

2130 2135 2140 

Lys Tyr Phe Gin Met Leu Lys Met His Ala Met Asn Thr Asn Asn He 
2145 2150 2155 2160 

Thr Glu Leu Val Asn Tyr Leu Ala Asn Asp Leu Ser Leu Asp Glu Ala 
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2165 2170 2175 

Ser Val Leu He Thr Glu Tyr Ser Lys His Cys Gly Lys Pro Val Pro 

2180 2185 2190 

Pro Asp Thr Ala Pro Cys Glu He Leu Lys Met Phe Leu Ser Gly Leu 
2195 " 2200 2205 

Ser 



<210> 1904 
<211> 197 
<212> PRT 

<213> Homo sapiens 
<400> 1904 

Met Gin Arg Ala Ser Arg Leu Lys Arg Glu Leu His Met Leu Ala Thr 

5 10 15 

Glu Pro Pro Pro Gly He Thr Cys Trp Gin Asp Lys Asp Gin Met Asp 

20 25 30 

Asp Leu Arg Ala Gin He Leu Gly Gly Ala Asn Thr Pro Tyr Glu Lys 

35 40 45 

Gly Val Phe Lys Leu Glu Val He He Pro Glu Arg Tyr Pro Phe Glu 

50 55 60 

Pro Pro Gin He Arg Phe Leu Thr Pro He Tyr His Pro Asn He Asp 
65 70 75 80 

Ser Ala Gly Arg He Cys Leu Asp Val Leu Lys Leu Pro Pro Lys Gly 

85 90 95 

Ala Trp Arg Pro Ser Leu Asn He Ala Thr Val Leu Thr Ser He Gin 

100 105 110 

Leu Leu Met Ser Glu Pro Asn Pro Asp Asp Pro Leu Met Ala Asp He 

115 120 125 

Ser Ser Glu Phe Lys Tyr Asn Lys Pro Ala Phe Leu Lys Asn Ala Arg 

130 135 140 

Gin Trp Thr Glu Lys His Ala Arg Gin Lys Gin Lys Ala Asp Glu Glu 
14 5 150 155 160 

Glu Met Leu Asp Asn Leu Pro Glu Ala Gly Asp Ser Arg Val His Asn 

165 170 175 

Ser Thr Gin Lys Arg Lys Ala Ser Gin Leu Val Gly He Glu Lys Lys 

180 185 190 

Phe His Pro Asp Val 
195 



<210> 1905 
<211> 202 
<212> PRT 

<213> Homo sapiens 
<400> 1905 

Met Ala Thr Leu He Tyr Val Asp 
5 

Arg Val Val Ala Lys Asp Gly Leu 
20 

Lys Ala Leu Asp Gly Arg Ser Gin 
35 40 



Lys Glu Asn Gly Glu Pro Gly Thr 

10 15 
Lys Leu Gly Ser Gly Pro Ser He 

25 30 
Val Ser Thr Pro Arg Phe Gly Lys 
45 
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Thr 


Phe 


Asp 


Ala 


Pro 


Pro 


Ala 


Leu 


Pro 


Lys 


Ala 


Thr 


Arg 


Lys 


Ala 


Leu 




50 










55 










60 






Gly 


Thr 


Val 


Asn 


Arg Ala 


Thr 


Glu 


Lys 


Ser 


Val 


Lys 


Thr 


Lys 


Gly 


Pro 


65 










70 










75 






80 


Leu 


Lys 


Gin 


Lys 


Gin 


Pro 


Ser 


Phe 


Ser 


Ala 


Lys 


Lys 


Met 


Thr 


Glu 


Lys 










85 










90 










95 


Thr 


Val 


Lys 


Ala 


Lys 


Ser 


Ser 


Val 


Pro 


Ala 


Ser 


Asp Asp Ala 


Tyr 


Pro 








100 










105 










110 




Glu 


He 


Glu 


Lys 


Phe 


Phe 


Pro 


Phe 


Asn 


Pro 


Leu 


Asp 


Phe 


Glu 


Ser 


Phe 






115 










120 








125 








Asp 


Leu 


Pro 


Glu 


Glu 


His 


Gin 


He 


Ala 


His 


Leu 


Pro 


Leu 


Ser 


Gly Val 




130 










135 










140 










Pro 


Leu 


Met 


He 


Leu Asp 


Glu 


Glu 


Arg 


Glu 


Leu 


Glu 


Lys 


Leu 


Phe 


Gin 


145 










150 










155 








160 


Leu 


Gly 


Pro 


Pro 


Ser 


Pro 


Val 


Lys 


Met 


Pro 


Ser 


Pro 


Pro 


Trp 


Glu 


Ser 










165 










170 








175 




Asn 


Leu 


Leu 


Gin 
180 


Ser 


Pro 


Ser 


Ser 


He 
185 


Leu 


Ser 


Thr 


Leu 


Asp 
190 


Val 


Glu 


Leu 


Pro 


Pro 
195 


Val 


Cys 


Cys 


Asp 


He 
200 


Asp 


He 















<210> 1906 


























<211> 464 


























<212> PRT 


























<213> Homo sapiens 
























<400> 1906 


























Met Glu Thr Leu 


Ser 


Phe 


Pro 


Arg 


Tyr 


Asn 


He 


Ala 


Glu 


He 


Val 


Val 




5 










10 










15 




His He Arg Asn 


Lys 


Leu 


Leu 


Thr 


Gly Ala Asp Gly Lys Asn Leu Ser 


20 










25 










30 






Lys Ser Asp Phe 


Leu 


Pro 


Asn 


Pro 


Lys 


Pro 


Glu 


Val 


Leu 


Tyr 


Met 


He 


35 








40 










45 






Tyr Met Arg Ala 


Leu 


Gin 


Leu 


Val 


Tyr 


Gly Val 


Arg 


Leu 


Glu 


His 


Phe 


50 






55 










60 










Tyr Met Met Pro 


Val 


Asn 


He 


Glu 


Val 


Met 


Tyr 


Pro 


His 


He 


Met 


Glu 


65 




70 










75 










80 


Gly Phe Leu Pro 


Val 


Ser 


Asn 


Leu 


Phe 


Phe 


His 


Leu 


Asp 


Ser 


Phe 


Met 




85 










90 








95 




Pro He Cys Arg 


Val 


Asn 


Asp 


Phe 


Glu 


He 


Ala 


Asp 


He 


Leu 


Tyr 


Pro 


100 










105 










110 




Lys Ala Asn Arg 


Thr 


Ser Arg 


Phe 


Leu 


Ser 


Gly 


He 


He 


Asn 


Phe 


He 


115 








120 










125 








His Phe Arg Glu 


Thr 


Cys 


Leu 


Glu 


Lys 


Tyr 


Glu 


Glu 


Phe 


Leu 


Leu 


Gin 


130 






135 










140 










Asn Lys Ser Ser 


Val 


Asp 


Lys 


He 


Gin 


Gin 


Leu 


Ser 


Asn 


Ala 


His 


Gin 


145 




150 










155 










160 


Glu Ala Leu Met 


Lys 


Leu 


Glu 


Lys 


Leu 


Asn 


Ser 


Val 


Pro 


Val 


Glu 


Glu 




165 










170 










175 




Gin Glu Glu Phe 


Lys 


Gin 


Leu 


Lys 


Asp 


Asp 


He 


Gin 


Glu 


Leu 


Gin 


His 


180 










185 










190 






Leu Leu Asn Gin 


Asp 


Phe 


Arg 


Gin 


Lys 


Thr 


Thr 


Leu 


Leu 


Gin 


Glu 


Arg 


195 








200 










205 







663 





Tyr 


Thr 


Lys 


Met 






210 








Glu 


Leu 


Lys 


Leu 




225 










Lys 


Ser 


Lys 


He 




Lys 


Met 


Lys 


Asp 










260 




Met 


Glu 


Lys 


Tyr 








275 






Cys 


Gin 


Leu 


Glu 






290 






d 


Asp 


Asn 


Arg 


Glu 




305 










Glu 


Gly Gin 


He 














Glu 


Glu 


Asn 


Ser 










340 




Ala 


Thr 


Met 


Gin 


3 V 






355 






Tyr 


Lys 


Arg 


Thr 






370 








Asp 


Ala 


Val 


Cys 


m 


385 










He 


Lys 


Ser 


Gly 


Q 


Leu 


Lys 


Ser 


Gin 










420 


j — 


Tyr 


His 


Glu 


Gly 








435 






Gly 


Gly 


Lys 


Thr 



450 



Lys Ser Asp Phe Ser Glu 
215 

Ser Val Val Ser Leu Lys 
230 

Val Asp Ser Pro Glu Lys 
245 250 
Thr Val Gin Lys Leu Arg 
265 

Asp He Tyr Arg Asp Ser 
280 

Val Gin Leu Tyr Gin Lys 
295 

Lys Leu Ser Ser He Leu 
310 

Asp Ser Asp Ser Ser Glu 
325 330 
Leu He Arg Leu Met Thr 
345 

Phe Lys He Asn Lys Lys 
360 

Met He Glu Asp Cys Asn 
375 

Glu Gin Val Thr Ala He 
390 

He Gin Gin Leu Arg Asp 
405 410 
Glu He Leu Val Asp Leu 
425 

He Glu Lys Thr Thr Glu 
440 

Ala Glu Leu Lys Arg Arg 
455 



Lys Thr Lys His Val Asn 
220 

Glu Val Gin Asp Ser Leu 
235 240 
Leu Lys Asn Tyr Lys Glu 
255 

Ser Ala Arg Glu Glu Val 
270 

Val Asp Cys Leu Pro Ser 
285 

Lys Ser Gin Asp Leu Ala 
300 

Lys Glu Ser Leu Asn Leu 
315 320 
Leu Lys Lys Leu Lys Thr 
335 

Leu Lys Lys Glu Arg Leu 
350 

Gin Glu Asp Val Lys Gin 
365 

Lys Val Gin Glu Lys Arg 
380 

Asn Gin Asp He His Lys 
395 400 
Ala Glu Lys Arg Glu Lys 
415 

Lys Ser Ala Leu Glu Lys 
430 

Glu Cys Cys Thr Arg He 
445 

Met Phe Lys Met Pro Pro 
460 



<210> 1907 
<211> 168 
<212> PRT 

<213> Homo sapiens 



<400> 1907 




















Met 


Ala 


Glu Pro 


Trp 


Gly Asn Glu 


Leu 


Ala 


Ser 


Ala Ala 


Ala 


Arg 


Gly 








5 






10 








15 


Asp 


Leu 


Glu Gin 


Leu 


Thr Ser Leu 


Leu 


Gin 


Asn 


Asn Val 


Asn 


Val 


Asn 






20 






25 








30 






Ala 


Gin 


Asn Gly 


Phe 


Gly Arg Thr 


Ala 


Leu 


Gin 


Val Met 


Lys 


Leu 


Gly 






35 




40 








45 




Asn 


Pro 


Glu He 


Ala 


Arg Arg Leu 


Leu 


Leu 


Arg 


Gly Ala 


Asn 


Pro 


Asp 




50 






55 








60 






Leu 


Lys 


Asp Arg 


Thr 


Gly Phe Ala 


Val 


He 


His 


Asp Ala 


Ala 


Arg 


Ala 


65 








70 






75 




80 


Gly 


Phe 


Leu Asp 


Thr 


Leu Gin Thr 


Leu 


Leu 


Glu 


Phe Gin 


Ala 


Asp 


Val 








85 






90 








95 




Asn 


He 


Glu Asp 


Asn 


Glu Gly Asn 


Leu 


Pro 


Leu 


His Leu 


Ala 


Ala 


Lys 






100 






105 








110 





664 



Glu Gly His Leu Arg Val Val Glu Phe Leu Val Lys His Thr Ala Ser 

115 120 125 

Asn Val Gly His Arg Asn His Lys Gly Asp Thr Ala Cys Asp Leu Ala 

130 135 140 

Arg Leu Tyr Gly Arg Asn Glu Val Val Ser Leu Met Gin Ala Asn Gly 
145 150 155 160 

Ala Gly Gly Ala Thr Asn Leu Gin 
165 



<210> 1908 






<211> 156 






<212> PRT 






<213> Homo sapiens 




<400> 1908 






Met Glu 


Pro Ala 


Ala 
5 


Gly Ser Ser 


Ala Thr 


Ala Ala 


Ala 


Arg Gly Arg 




20 






Glu Ala 


Gly Ala 


Leu 


Pro Asn Ala 




35 




40 


He Gin 


Val Met 


Met 


Met Gly Ser 


50 






55 


Leu His 


Gly Ala 


Glu 


Pro Asn Cys 


65 






70 


Pro Val 


His Asp Ala Ala Arg Glu 

Q C 


Leu His 


Arg Ala 


Gly Ala Arg Leu 




100 






Leu Pro 


Val Asp 


Leu 


Ala Glu Glu 




115 




120 


Tyr Leu 


Arg Ala Ala Ala Gly Gly 


130 






135 


He Asp 


Ala Ala 


Glu 


Gly Pro Ser 


145 






150 



Met Glu Pro Ser Ala Asp Trp Leu 

10 15 
Val Glu Glu Val Arg Ala Leu Leu 

25 30 
Pro Asn Ser Tyr Gly Arg Arg Pro 
45 

Ala Arg Val Ala Glu Leu Leu Leu 
60 

Ala Asp Pro Ala Thr Leu Thr Arg 
75 80 
Gly Phe Leu Asp Thr Leu Val Val 

90 95 
Asp Val Arg Asp Ala Trp Gly Arg 
105 110 
Leu Gly His Arg Asp Val Ala Arg 
125 

Thr Arg Gly Ser Asn His Ala Arg 
140 

Asp He Pro Asp 
155 



<210> 1909 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 1909 

Met Lys Lys Ser Gly Val Leu Phe Leu Leu Gly He He Leu Leu Val 

5 10 15 

Leu He Gly Val Gin Gly Thr Pro Val Val Arg Lys Gly Arg Cys Ser 

20 25 30 

Cys He Ser Thr Asn Gin Gly Thr He His Leu Gin Ser Leu Lys Asp 

35 40 45 

Leu Lys Gin Phe Ala Pro Ser Pro Ser Cys Glu Lys He Glu He He 

50 55 60 

Ala Thr Leu Lys Asn Gly Val Gin Thr Cys Leu Asn Pro Asp Ser Ala 
65 70 75 80 



# 



665 



Asp Val Lys Glu Leu He Lys Lys Trp Glu Lys Gin Val Ser Gin Lys 

85 90 95 

Lys Lys Gin Lys Asn Gly Lys Lys His Gin Lys Lys Lys Val Leu Lys 

100 105 110 

Val Arg Lys Ser Gin Arg Ser Arg Gin Lys Lys Thr Thr 
115 120 125 



<210> 1910 

<211> 931 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (931) 
<223> n = A, T,C or G 

<400> 1910 

caacagtcag aggtcgcgca ggcgctggta 
aggggtgtca gctcagtgca tcccaggcag 
gttccttcta cttggggatc atgcagagag 
tagccacaga gccaccccca ggcatcacat 
tgcgagctca aatattaggt ggagccaaca 
aagttatcat tcctgagagg tacccatttg 
tttatcatcc aaacattgat tctgctggaa 
caaaaggtgc ttggagacca tccctcaaca 
tcatgtcaga acccaaccct gatgacccgc 
ataataagcc agccttcctc aagaatgcca 
aacaaaaggc tgatgaggaa gagatgcttg 
tacacaactc aacacagaaa aggaaggcca 
atcctgatgt ttaggggact tgtcctggtt 
gatctaagtt gcctaccttg aatttttttt 
agtttattta tcttgtacat atgtattttg 
atttaatgtt gaaaaaaaaa aaaaaaaaaa 



ccccgttggt ccgcgcgttg ctgcgttgtg 60 
ctcttagtgt ggagcagtga actgtgtgtg 120 
cttcrcgtct gaagagagag ctgcacatgt 180 
gttggcaaga taaagaccaa atggatgacc 240 
caccttatga gaaaggtgtt tttaagctag 300 
aacctcctca gatccgattt ctcactccaa 360 
ggatttgtct ggatgttctc aaattgccac 420 
tcgcaactgt gttgacctct attcagctgc 480 
tcatggctga catatcctca gaatttaaat 540 
gacagtggac agagaagcat gcaagacaga 600 
ataatctacc agaggctggt gactccagag 660 
gtcagctagt aggcatagaa aagaaatttc 720 
catcttagtt aatgtgttct ttgccaaggt 780 
taaatatatt tgatgacata atttttgtgt 840 
aaatctttta aacctgaaaa ataaatagtc 900 
a 931 



<210> 1911 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 1911 

gctaaaggtg accccaagaa accaaag 

<210> 1912 
<211> 37 
<212> DNA 

<213> Artificial Sequence 




666 



<220> 

<223> Primer 
<400> 1912 

ctattaactc gagggagaca gataaacagt ttcttta 37 





<210> 1913 












<211> 209 












<212> PRT 












<213> Homo 


sapiens 






y 


<400> 1913 










4i 

£5 


Met 


Gin 


His 


His 


His 


His 


His 


45 


Lys 


Gly 


Lys 


Met 


5 

Ser 


Ala 


Tyr 


^0 








20 










Glu 


His 


Lys 


Lys 


Lys 


Asn 


Pro 


m 






35 










LP* 


Ser 


Lys 


Lys 


Cys 


Ser 


Glu Arg 






50 










55 




Ser 


Lys 


Phe 


Asp 


Glu 


Met 


Ala 




65 










70 




U | 
O 


Glu 


Met 


Lys 


Asp 


Tyr 
85 


Gly 


Pro 


y 


Pro 


Asn 


Ala 


Pro 


Lys 


Arg 


Pro 




.Glu 






100 










Phe 


Arg 


Pro 


Lys 


He 


Lys 








115 












Asp 


Val 


Ala 


Lys 


Lys 


Leu 


Gly 






130 










135 




Glu 


Lys 


Gin 


Pro 


Tyr 


He 


Thr 




145 










150 






Glu 


Lys 


Asp Val Ala Asp Tyr 












165 








Lys 


Gly 


Pro 


Ala 


Lys 


Val 


Ala 










180 










Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 



195 



His 


Ala 


Lys 


Gly Asp 


Pro 


Lys 


Lys 


Pro 






10 








15 




Ala 


Phe 


Phe 


Val Gin 


Thr 


Cys 


Arg 


Glu 




25 








30 






Glu 


Val 


Pro 


Val Asn 


Phe 


Ala 


Glu 


Phe 


40 








45 








Trp 


Lys 


Thr 


Met Ser 


Gly Lys 


Glu 


Lys 








60 










Lys 


Ala 


Asp 


Lys Val 


Arg 


Tyr Asp Arg 








75 








80 


Ala 


Lys 


Gly Gly Lys 


Lys 


Lys 


Lys 


Asp 






90 








95 




Pro 


Ser 


Gly 


Phe Phe 


Leu 


Phe 


Cys 


Ser 




105 








110 






Ser 


Thr 


Asn 


Pro Gly 


He 


Ser 


He 


Gly 


120 








125 






Glu 


Met 


Trp Asn Asn 


Leu 


Asn Asp 


Ser 








140 










Lys 


Ala 


Ala 


Lys Leu 


Lys 


Glu 


Lys 


Tyr 








155 








160 


Lys 


Ser 


Lys 


Gly Lys 


Phe Asp Gly Ala 






170 








175 




Arg 


Lys 


Lys 


Val Glu 


Glu 


Glu 


Asp 


Glu 




185 








190 






Glu 


Glu 


Glu 


Glu Glu 


Glu 


Asp 


Glu 




200 








205 









<210> 1914 

<211> 624 

<212> DNA 

<213> Homo sapiens 

<400> 1914 

atgcagcatc accaccatca ccacgctaaa ggtgacccca agaaaccaaa gggcaagatg 60 
tccgcttatg ccttctttgt gcagacatgc agagaagaac ataagaagaa aaacccagag 120 
gtccctgtca attttgcgga attttccaag aagtgctctg agaggtggaa gacgatgtcc 180 
gggaaagaga aatctaaatt tgatgaaatg gcaaaggcag ataaagtgcg ctatgatcgg 240 
gaaatgaagg attatggacc agctaaggga ggcaagaaga agaaggatcc taatgctccc 300 
aaaaggccac cgtctggatt cttcctgttc tgttcagaat tccgccccaa gatcaaatcc 360 
acaaaccccg gcatctctat tggagacgtg gcaaaaaagc tgggtgagat gtggaataat 420 
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ttaaatgaca gtgaaaagca gccttacatc actaaggcgg caaagctgaa ggagaagtat 4 80 
gagaaggatg ttgctgacta taagtcgaaa ggaaagtttg atggtgcaaa gggtccagct 540 
aaagttgccc ggaaaaaggt ggaagaggaa gatgaagaag aggaggagga agaagaggag 600 
gaggaggagg aggaggatga ataa 624 



<210> 1915 
<211> 28 
<212> DNA 

<213> Artificial Sequence 

<220> 
U <223> Primer 

tS ,<400> 1915 

jf gtgacgatgg aggagctgcg ggagatgg 28 



y- s 



3 5=5 



<210> 1916 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 1916 

cgcctaactc gagtcactaa cagctgggag 30 

<210> 1917 
<211> 403 
<212> PRT 

<213> Homo sapiens 



<400> 1917 






















Met 


Gin His 


His 


His His 


His 


His 


Val 


Thr 


Met 


Glu Glu Leu 


Arg 


Glu 








5 








10 






15 




Met 


Asp Cys 


Ser 


Val Leu 


Lys 


Arg 


Leu 


Met 


Asn 


Arg Asp Glu Asn 


Gly 






20 








25 






30 




Gly 


Gly Ala 


Gly Gly Ser 


Gly 


Ser 


His 


Gly Thr 


Leu Gly Leu 


Pro 


Ser 




35 








40 








45 






Gly 


Gly Lys 


Cys 


Leu Leu 


Leu 


Asp 


Cys 


Arg 


Pro 


Phe Leu Ala 


His 


Ser 




50 






55 








60 






Ala 


Gly Tyr 


He 


Leu Gly 


Ser 


Val 


Asn 


Val 


Arg 


Cys Asn Thr 


He 


Val 


65 






70 










75 




80 


Arg 


Arg Arg 


Ala 


Lys Gly 


Ser 


Val 


Ser 


Leu 


Glu 


Gin He Leu 


Pro 


Ala 








85 








90 






95 




Glu 


Glu Glu 


Val 


Arg Ala 


Arg 


Leu 


Arg 


Ser 


Gly Leu Tyr Ser 


Ala 


Val 






100 








105 






110 






He 


Val Tyr 


Asp 


Glu Arg 


Ser 


Pro 


Arg 


Ala 


Glu 


Ser Leu Arg 


Glu 


Asp 




115 








120 








125 




Ser 


Thr Val 


Ser 


Leu Val 


Val 


Gin 


Ala 


Leu 


Arg Arg Asn Ala 


Glu 


Arg 




130 






135 










140 




Thr 


Asp He 


Cys 


Leu Leu 


Lys 


Gly 


Gly 


Tyr 


Glu Arg Phe Ser 


Ser 


Glu 
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145 










150 










155 










160 


Tyr 


Pro 


Glu 


Phe 


Cys 


Ser 


Lys 


Thr 


Lys 


Ala 


Leu 


Ala 


Ala 


He 


Pro 


Pro 










165 










170 










175 




Pro 


Val 


Pro 


Pro 


Ser 


Ala 


Thr 


Glu 


Pro 


Leu 


Asp 


Leu 


Gly 


Cys 


Ser 


Ser 








180 










185 










190 






Cys 


Gly 


Thr 


Pro 


Leu 


His 


Asp 


Gin 


Gly 


Gly 


Pro 


Val 


Glu 


He 


Leu 


Pro 






195 










200 










205 








Phe 


Leu 


Tyr 


Leu 


Gly 


Ser 


Ala 


Tyr 


His 


Ala 


Ala 




Arg Asp Met 


Leu 




210 










215 










220 










Asp 


Ala 


Leu 


Gly 


He 


Thr 


Ala 


Leu 


Leu 


Asn 


Val 


Ser 


Ser 


Asp 


Cys 


Pro 


225 










230 










235 










240 


Asn 


His 


Phe 


Glu 


Gly 


His 


Tyr 


Gin 


Tyr 


Lys 


Cys 


He 


Pro 


Val 


Glu Asp 










245 










250 










255 




Asn 


His 


Lys 


Ala 


Asp 


He 


Ser 


Ser 


Trp 


Phe 


Met 


Glu 


Ala 


He 


Glu 


Tyr 








260 










265 










270 






He 


Asp 


Ala 


Val 


Lys 


Asp 


Cys 


Arg 


Gly 


Arg 


Val 


Leu 


Val 


His 


Cys 


Gin 






275 










280 










285 








Ala 


Gly 


He 


Ser 


Arg 


Ser 


Ala 


Thr 


He 


Cys 


Leu 


Ala 


Tyr 


Leu 


Met 


Met 




290 










295 










300 










Lys 


Lys 


Arg 


Val 


Arg 


Leu 


Glu 


Glu 


Ala 


Phe 


Glu 


Phe 


Val 


Lys 


Gin 


Arg 


305 










310 










315 










320 


Arg 


Ser 


He 


He 


Ser 


Pro 


Asn 


Phe 


Ser 


Phe 


Met 


Gly 


Gin 


Leu 


Leu 


Gin 










325 










330 










335 




Phe 


Glu 


Ser 


Gin 


Val 


Leu 


Ala 


Thr 


Ser 


Cys 


Ala 


Ala 


Glu 


Ala 


Ala 


Ser 








340 










345 










350 






Pro 


Ser 


Gly 


Pro 


Leu 


Arg 


Glu 


Arg 


Gly 


Lys 


Thr 


Pro 


Ala 


Thr 


Pro 


Thr 






355 










360 










365 








Ser 


Gin 


Phe 


Val 


Phe 


Ser 


Phe 


Pro 


Val 


Ser 


Val 


Gly 


Val 


His 


Ser 


Ala 




370 










375 










380 










Pro 


Ser 


Ser 


Leu 


Pro 


Tyr 


Leu 


His 


Ser 


Pro 


He 


Thr 


Thr 


Ser 


Pro 


Ser 


385 










390 










395 










400 



<210> 1918 

<211> 1209 

<212> DNA 

<213> Homo sapiens 



<400> 1918 

atgcagcatc accaccatca ccacgtgacg atggaggagc tgcgggagat ggactgcagt 60 
gtgctcaaaa ggctgatgaa ccgggacgag aatggcggcg gcgcgggcgg cagcggcagc 120 
cacggcaccc tggggctgcc gagcggcggc aagtgcctgc tgctggactg cagaccgttc 180 
ctggcgcaca gcgcgggcta catcctaggt tcggtcaacg tgcgctgtaa caccatcgtg 240 
cggcggcggg ctaagggctc cgtgagcctg gagcagatcc tgcccgccga ggaggaggta 300 
cgcgcccgct tgcgctccgg cctctactcg gcggtcatcg tctacgacga gcgcagcccg 360 
cgcgccgaga gcctccgcga ggacagcacc gtgtcgctgg tggtgcaggc gctgcgccgc 420 
aacgccgagc gcaccgacat ctgcctgctc aaaggcggct atgagaggtt ttcctccgag 480 
tacccagaat tctgttctaa aaccaaggcc ctggcagcca tcccaccccc ggttcccccc 540 
agtgccacag agcccttgga cctgggctgc agctcctgtg ggaccccact acacgaccag 600 
gggggtcctg tggagatcct tcccttcctc tacctcggca gtgcctacca tgctgcccgg 660 
agagacatgc tggacgccct gggcatcacg gctctgttga atgtctcctc ggactgccca 720 
aaccactttg aaggacacta tcagtacaag tgcatcccag tggaagataa ccacaaggcc 780 
gacatcagct cctggttcat ggaagccata gagtacatcg atgccgtgaa ggactgccgt 840 
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gggcgcgtgc tggtgcactg ccaggcgggc 
tacctgatga tgaagaaacg ggtgaggctg 
cgcagcatca tctcgcccaa cttcagcttc 
gtgctggcca cgtcctgtgc tgcggaggct 
ggcaagaccc ccgccacccc cacctcgcag 
gtgcactcgg cccccagcag cctgccctac 
tgttagtga 



atctcgcggt cggccaccat ctgcctggcc 900 
gaggaggcct tcgagttcgt taagcagcgc 960 
atggggcagc tgctgcagtt cgagtcccag 1020 
gctagcccct cgggacccct gcgggagcgg 1080 
ttcgtcttca gctttccggt ctccgtgggc 1140 
ctgcacagcc ccatcaccac ctctcccagc 1200 

1209 



<210> 1919 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 1919 

cggtgccacg cccatggacc ttc 

<210> 1920 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 1920 

ctgagaattc attaaacttg tggttgctct tcacc 



<210> 1921 
<211> 169 
<212> PRT 

<213> Homo sapiens 
<400> 1921 



Met 


Gin 


His 


His 


His 
5 


His 


His 


His 


Arg 


Cys 
10 


His Ala 


His 


Gly 


Pro 
15 


Ser 


Cys 


Leu 


Val 


Thr 


Ala 


He 


Thr 


Arg 


Glu 


Glu 


Gly Gly Pro Arg Ser 


Gly 








20 










25 








30 




Gly 


Ala 


Gin 


Ala 


Lys 


Leu 


Gly 


Cys 


Cys 


Trp Gly Tyr 


Pro 


Ser 


Pro 


Arg 






35 










40 








45 






Ser 


Thr 


Trp 


Asn 


Pro 


Asp 


Arg 


Arg 


Phe 


Trp 


Thr Pro 


Gin 


Thr 


Gly 


Pro 




50 










55 








60 








Gly 


Glu 


Gly 


Arg 


His 


Glu 


Arg 


His 


Thr 


Gin 


Thr Gin 


Asn 


His 


Thr 


Ala 


65 










70 










75 








80 


Ser 


Pro 


Arg 


Ser 


Pro 
85 


Val 


Met 


Glu 


Ser 


Pro 
90 


Lys Lys 


Lys 


Asn 


Gin 
95 


Gin 


Leu 


Lys 


Val 


Gly 


He 


Leu 


His 


Leu 


Gly 


Ser 


Arg Gin 


Lys 


Lys 


He 


Arg 








100 










105 








110 




He 


Gin 


Leu 


Arg 


Ser 


Gin 


Cys 


Ala 


Thr 


Trp 


Lys Val 


He 


Cys 


Lys 


Ser 






115 










120 








125 





# # 
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Cys lie Ser Gin 
130 

Lys Val Lys lie 
145 

Gly Glu Glu Gin 



Thr Pro Gly lie 
135 

lie Pro Lys Glu 

150 
Pro Gin Val 
165 



Asn Leu Asp Leu 
140 

Glu His Cys Lys 
155 



Gly Ser Gly Val 

Met Pro Glu Ala 
160 



<210> 1922 

<211> 507 

<212> DNA 

<213> Homo sapiens 



<400> 1922 

atgcagcatc accaccatca ccaccggtgc cacgcccatg gaccttcttg tctcgtcacg 60 

gccataacta gggaggaagg agggccgagg agtggagggg ctcaggcgaa gctggggtgc 120 

^ tgttgggggt atccgagtcc cagaagcacc tggaaccccg acagaagatt ctggactccc 180 

W= cagacgggac caggagaggg acggcatgag cgacacacac aaacacagaa ccacacagcc 240 

fU agtcccagga gcccagtaat ggagagcccc aaaaagaaga accagcagct gaaagtcggg 300 

jjl atcctacacc tgggcagcag acagaagaag atcaggatac agctgagatc ccagtgcgcg 360 

3 acatggaagg tgatctgcaa gagctgcatc agtcaaacac cggggataaa tctggatttg 420 

Q ggttccggcg tcaaggtgaa gataatacct aaagaggaac actgtaaaat gccagaagca 480 

fjf ggtgaagagc aaccacaagt ttaatga 507 



<210> 1923 

<211> 3192 

<212> DNA 

<213> Homo sapiens 



<400> 1923 

cccacgcgtc cggcggtcgc cgcgggattt 
agcatgtaag cagctgtttg ccaagaaccc 
agaagagtgt ccagaggata ccaatgccag 
gtatgagaca ttgtgtgcca gcatctcttt 
aggaggatcc tggaagctgt gagcaccagg 
tgaactctct accatgaaca tggttctcgg 
tttaatttcc acatattcaa gtcaaaagcc 
cacaggagtt atcaggattt ttctggcacc 
tgacagatct gcagggcaga tttatctgtt 
acctctggaa gcagcatcag gacagcagag 
cagaaactcc atctggactc ggatgctttt 
tagagtccat ccattctgga gagacctggc 
tctgtcattc tgttcccagg ccttctattc 
gggtttgctg ttcttcggga acttgcttcc 
atctgaaggc tgcaatttgt tcttagggag 
catgttcctg ttgctgcctt ttgatagcct 
tgtcctcttc accctccttc tcgttttcat 
tggtatccgc aaactctaca tgaaaagtct 
aatggagcga ggagccaagg agaagaacca 
cattgcaaag gatcccactt cactagaaga 
tagtaaggct ctggacaaca ctccagagtt 
gaaaggaatg gagaccatta tggatgatga 
ggagtcctgg aacctgctga gcagaaccaa 



ggagctgcct agcctcgcgg tcgctttggc 60 
aggtcactgc taagaaaggg tgccttcggg 120 
atgcatctgg agttacactc agcactcgca 180 
ccttctggca aagactgtag ctctccaggt 240 
agccttgcca gaggaggatg gggccagata 300 
cttatgaagg aattttaagt aaaacagtta 360 
ttctgtgtga agtgccagtg attacccctc 420 
aagtttaatt cttcttcgta cttctggtag 480 
gaatgctctt gggcaggaaa accatgtaaa 540 
cagagccccc gtcctcactg ctcacttgca 600 
actgaagacc catctagctt caatcatctt 660 
gtttgcagtt gcctcctgtg gccgtgtttt 720 
aggcggttga agggtgtgga ctttggaatg 780 
tttccctggc tggtgctgtc aggaaggacc 840 
gcaggtgctg gcctggcctg gatcttccac 900 
gattgtcaac cttctgggca tctccctgac 960 
catagtgcca gccatttttg gagtctcctt 1020 
gttaaaaatc tttgcgtggg ctaccttgag 1080 
ccagctttac aagccctaca ccaacggaat 1140 
agagatcaaa gagattcgtc gaagtggtag 1200 
cgagctctct gacattttct acttttgccg 1260 
ggtgacaaag agattctcag cagaagaact 1320 
ttataacttc cagtacatca gccttcggct 1380 
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cacggtcctg tgggggttag gagtgctgat 
agcactggct ttcacaggga ttagccttct 
gccaaatggg aggtttaagg agttcatgag 
ctgcgtgcga gcgctgacag ccatcatcac 
tggtggcatc tgtgtggcca atcatacctc 
tggctattat gccatggtgg gtcaagtgca 
catggtgaag gcctgcccac acgtctggtt 
ggtggctaag agactgactg aacatgtgca 
cccagaagga acctgcatca ataatacatc 
aattggagcc acagtttacc ctgttgctat 
ctggaacagc agcaaatacg ggatggtgac 
cattgtctgc agcgtgtggt acctgcctcc 
ccagtttgcg aatagggtga aatctgccat 
gtgggatggg ggcctgaaga gggagaaggt 
gctgtacagc aagatgatcg tggggaacca 
ccagctggct ggggccaccg tgcggggtgc 
cgcccccact gctgtgtcct ttccagactc 
gactccggct ttcgccgagc cgcagcggga 
tggtctaaac ggatgctgct gggtgttgcg 
aataagtcgt tggaggaatg ccattaaagt 
tgagtggttg gggagatgtg gccatggtct 
tatgcaagcc cgtgtgccag ggatgtgctg 
cagctgaggc actgtggctg gcttcggcct 
gacatgatag gaaggaaact gtcatctgca 
tttatgctgc tgctgatggg gttactaaag 
tgggccatgg ggagaacgtg tgttcgtact 
cgcgctttgt tgaatgtgtg tctcggtttc 
tggtgattcc tacctcacag ggctgttgtg 
cacatcacgt tcagtgtttc aagtacaggc 
cagagctgct gcactgggct ttggatttgt 
tgaaaaaaaa aa 

<210> 1924 

<211> 2048 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (2048) 
<223> n = A, T,C or G 



tcggtactgc tttctgctgc cgctcaggat 1440 
ggtggtgggc acaactgtgg tgggatactt 1500 
taaacatgtt cacttaatgt gttaccggat 1560 
ctaccatgac agggaaaaca gaccaagaaa 1620 
accgatcgat gtgatcatct tggccagcga 1680 
cgggggactc atgggtgtga ttcagagagc 1740 
tgagcgctcg gaagtgaagg atcgccacct 1800 
agataaaagc aagctgccta tcctcatctt 1860 
ggtgatgatg ttcaaaaagg gaagttttga 1920 
caagtatgac cctcaatttg gcgatgcctt 1980 
gtacctgctg cgaatgatga ccagctgggc 2040 
catgactaga gaggcagatg aagatgctgt 2100 
tgccaggcag ggaggacttg tggacctgct 2160 
gaaggacacg ttcaaggagg agcagcagaa 2220 
caaggacagg agccgctcct gagcctgcct 2280 
caacgggctc agagctggag ttgccgccgc 2340 
cagggctccc cgggctgctc tggatcccag 2400 
tccctgtgca cccggcgcag ctacccttgg 24 60 
acccaggacg agatgccttg tttcttttac 2520 
gaactcccca cctttgcacg ctgtgcgggc 2580 
tgtgctagag atggcggtac aagagtctgt 264 0 
ggggcggcca cccgctctcc aggaaaggca 2700 
caacatcgcc cccagccttg gagctctgca 2760 
ggggctttca gcaaaatgaa gggttagatt 2820 
ggaggggaag aggccaggtg ggccgctgac 2880 
ccaggctaac cctgaactcc ccatgtgatg 2940 
cccatctgta atatgagtcg gggggaatgg 3000 
gggattaaag tgctgcgggt gagtgaagga 3060 
ccacaaaacg gggcacggca ggcctgagct 3120 
tcttgtgagt aaataaaact ggctggtgaa 3180 

3192 



<400> 1924 

gccggaagcg cgcggagacc atgtagtgag accctcgcga ggtctgagag tcactggagc 60 
taccagaagc atcatggggc cctggggaga gccagagctc ctggtgtggc gccccgaggc 120 
ggtagcttca gagcctccag tgcctgtggg gctggaggtg aagttggggg ccctggtgct 180 
gctgctggtg ctcaccctcc tctgcagcct tggttccatc ggtgtgctgc gccggacagg 240 
agctaatcat gaaggctcag cttcccgcca gaaagccctg agcctagtaa gctgtttcgc 300 
ggggggcgtc tttttggcca cttgtctcct ggacctgctg cctgactacc tggctgccat 360 
agatgaggcc ctggcagcct tgcacgtgac gctccagttc ccactgcaag agttcatcct 420 
ggccatgggc ttcttcctgg tcctggtgat ggagcagatc acactggctt acaaggagca 480 
gtcagggccg tcacctctgg aggaaacaag ggctctgctg ggaacagtga atggtgggcc 540 
gcagcattgg catgatgggc caggggtccc acaggcgagt ggagccccag caaccccctc 600 
agccttgcgt gcctgtgtac tggtgttctc cctggccctc cactccgtgt tcgaggggct 660 
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ggcggtaggg ctgcagcgag accgggctcg ggccatggag ctgtgcctgg ctttgctgct 720 
ccacaagggc atcctggctg tcagcctgtc cctgcggctg ttgcagagcc accttagggc 780 
acaggtngtg gctggctgtg ggatcctgtt ctcatgcatg acacctctag gcatcgggct 840 
gggtgcagct ctggcagagt cggcaggacc tctgcaccag ctggcccagt ctgtgctaga 900 
gggcatggca gctggcacct ttctctatat cacctttctg gaaatcctgc cccaggagct 960 
ggccagttct gagcaaagga tcctcaaggt cattctgctc ctagcaggct ttgccctgct 1020 
cactggcctg ctcttcatcc aaatctaggg ggcttcaaga gaggggcagg ggagattgat 1080 
gatcaggtgc ccctgttctc ccttccctcc cccagttgtg gggaatagga aggaaagggg 1140 
aagggaaata ctgaggacca aaaagttctc tgggagctaa agatagagcc tttggggcta 1200 
tctgactaat gagagggaag tgggcagaca agaggctggc cccagtccca aggaacaaga 1260 
gatggtcaag tcgctagaga catatcaggg gacattagga ttggggaaga cacttgactg 1320 
ctagaatcag aggttggaca ctatacataa ggacaggctc acatgggagg ctggaggtgg 1380 
gtacccagct gctgtggaac gggtatggac aggtcataaa cctagagtca gtgtcctgtt 1440 
ggtcctdvgc ccnatttcag caccctgcca cttggagtgg acccctccta ctcttcttag 1500 
cgcctaccct catacctatc ntccctcctc ccatctccta gggactggcg ccaaatggtc 1560 
tctccctgcc aattttggta tcttctctgg cctctccagt cctgcttact cctctatttt 1620 
taaagtgcca aacaaatccc cttcctcttt ctcaaagcac agtaatgtgg cactgagccc 1680 
tacccagcac ctcagtgaag ggggcctgct tgcctttttt tttgttnccc ggatcctggg 1740 
gtggggcaga aatattttct gggctggggt aggaggaagg ttgttagcat ctactgctgc 1800 
cgtaccctag gaatatgggg acatggacat ggtgtcccat gcccagatga taaacactga 1860 
gctgccaaaa cattttttta aatacacccg aggagcccaa gggggaaggg caatgcctac 1920 
ccccagcgtt atttttgggg agggagggct gtgcataggg acatattctt tagaatctat 1980 
tttattaact gacctgtttt gggacctgtt acccaaataa aagatgtttc tagacaaaaa 2040 
aaaaaaaa 2048 

<210> 1925 
<211> 456 
<212> PRT 

<213> Homo sapiens 
<400> 1925 
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<210> 1926 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<400> 1926 

Met Gly Pro Trp Gly Glu Pro Glu 
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Val Ala Ser Glu Pro Pro Val Pro 
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Ala Leu Val Leu Leu Leu Val Leu 
35 40 
He Gly Val Leu Arg Arg Thr Gly 

50 55 
Arg Gin Lys Ala Leu Ser Leu Val 

65 70 
Leu Ala Thr Cys Leu Leu Asp Leu 



Leu Leu Val Trp Arg Pro Glu Ala 

10 15 
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Thr Leu Leu Cys Ser Leu Gly Ser 
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